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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 198601 LPB072 RS01200 WP 066095060.1 MSLALVHSRALLGLEARPVQVEVHLANGLPSFTLVGLADTEVKEARERVRSAIANAGLDFPSNKRITVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREE......GFKGIILPKQNTREAAIVNDL 151
NTDB id 198601 LPB072 RS01200 WP 066095060.1 RFDLPIALGILAASGQIAAERLTGWEFAGELSLGGDLRPIRGALAMSLALHRAAEQAGEQTASLVLPPGSAEEAALVPEA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.......NQHLIIANANAAEASLTGHQ 152
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.......NQHLIIANANAAEASLTGHQ 152
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKK.......QRHLVVPHANGDQAALVGKE 152
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQV.......ERCLVVPHSNGDQAALVGVE 152
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKS.......KRELIIAKQNANEASLVSDQ 152
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NTDB id 1323 RA0C RS07335 WP 004916218.1 EVYGVENIKEVIDFFNEN........CPLEPTKVNT.REEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGP 222
NTDB id 198601 LPB072 RS01200 WP 066095060.1 HVYRARHLLDVVAQFLPVSNKAGEEALPLPEGDGWARLTARQNEVAASYADLSDVKGQSAAKRALEIAAAGGHSLLMMGP 240
NTDB id 1271 LPP RS03220 WP 011213198.1 KVFTANNLREVCDYLCQ......GTSLQSLPPKP...DL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGA 219
NTDB id 1248 GCO85 RS03150 WP 011213198.1 KVFTANNLREVCDYLCQ......GTSLQSLPPKP...DL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGA 219
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QHKSAQSLLEVCAELCG......QHQLNLYQTPK...KK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGP 219
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RHKSAQSLLEVCADLCG......QQTLSLFQSSP...SV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGP 219
NTDB id 1349 HI 1117 AAC22771.1 NTYFAQTLLDVVQFLNG......QEKLPLATEIV...KESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGP 223
NTDB id 1387 A4U84 RS06900 WP 020457569.1 QTYCASTLLQVVNFLNN......RDQLPIAQQLS...QNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGP 222
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NTDB id 1323 RA0C RS07335 WP 004916218.1 PGSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGV 302
NTDB id 198601 LPB072 RS01200 WP 066095060.1 PGSGKSMLAQRFAGLLPPMSTGEALESAAVASLAGR.FS.LDRWGQRPTCAPHHSASAVALVGGGSPPRPGEISLAHQGV 318
NTDB id 1271 LPP RS03220 WP 011213198.1 PGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGV 298
NTDB id 1248 GCO85 RS03150 WP 011213198.1 PGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGV 298
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PGTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGL 298
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PGTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGL 298
NTDB id 1349 HI 1117 AAC22771.1 PGTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGV 302
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LFLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPL 381
NTDB id 198601 LPB072 RS01200 WP 066095060.1 LFLDELPEFPRAALEALREPLESGHIRISRAAMQSEFPARFQLVAAMNPCPCGYLGHPARACRCTPDQIFRYQGKLSGPL 398
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NTDB id 1248 GCO85 RS03150 WP 011213198.1 LFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPL 378
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LDRIDIHIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNA 459
NTDB id 198601 LPB072 RS01200 WP 066095060.1 LDRIDLHVEVPAIASDDLLHG..AAGEGSAAVRDRVVAARWRAMARQG....QNNQALAGKALDEHLHAEAAALTFLNTA 472
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NTDB id 1248 GCO85 RS03150 WP 011213198.1 LDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREV 454
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LDRFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENA 451
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NTDB id 1323 RA0C RS07335 WP 004916218.1 MEKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 198601 LPB072 RS01200 WP 066095060.1 STRLGWSARSTHRALRVARTIADLAGAGNVTAAHVAEAVQYRRALRQNG....... 521
NTDB id 1271 LPP RS03220 WP 011213198.1 MSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
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