
logo MNQEQLMKKTKRI
VGAIY I

VRVSTEMRQQSTVEGYS IVDGQINTQI EKEQFYCDQFHNGHFYDELVKVDIYADRGI SGKSMNRPAELQR I
MLKQDAKENGKYI

LDCVI
M

NTDB id 198542 BJG89 RS00300 WP 096807992.1 MNEMKKKRIGAYIRVSTER.QVEGYSVDGQITQIEQFCQFNGYDLVDIYADRGISGKSMNRPALQRMLQDAKNGKLDCVI 79
NTDB id 11 SA RS00430 WP 001186602.1 MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQRILKDAKEGYIDCVM 80
consensus !* *! !!*! !*!!!!! * !!!!*!!!! !! *! !***** !!!!!!!!!!!!!!!! !!!*! !!! ! *!!!*

logo VYKI
TNRLARNTSDNLLKTIVEDELHKRQNVEFFSLSERMEVKNNTSSTGKLLMLNQI LASFSEFERNNTI LVENI

V
F
Y
M
TGQHTQRRALQEGYYQGN

NTDB id 198542 BJG89 RS00300 WP 096807992.1 VYKINRLARNTSNLLTIVEELHRQNVEFFSLSERMEVKNSTGKLLLNILASFSEFERNTILENIYTGQHQRALEGYYQGN 159
NTDB id 11 SA RS00430 WP 001186602.1 VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN 160
consensus !!! !!!!!!!! !! !!!*!!*!!!!!!!!!!!!!! !*!!!*!*!!!!!!!!!!! !*!!** !!* !! !!!!!!!

logo LPLGYDNKNIPDNNSKHKEL IMINQHEANIVKYI FESYAKGHGYRKIANALNHKGYVTKKGKNPFS I SAS IVTYI LASNPFYIGKIQFAK
NTDB id 198542 BJG89 RS00300 WP 096807992.1 LPLGYNNIPDNKKELIINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGNPFSISAVTYILSNPFYIGKIQFAK 239
NTDB id 11 SA RS00430 WP 001186602.1 LPLGYDKIPNSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAK 240
consensus !!!!! !! !*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! *!!!! !!!!!!!!!!!!

logo YKDWNSDEKRRKGLNDKNPVIAEGKHSTP I INSQDLWDKVQAMRKKQVSKQKPQVHGKGTNLLTGI ILHCPNPQCGNAPMAASNTTNTL
NTDB id 198542 BJG89 RS00300 WP 096807992.1 YKDWNDKRRKGLNDNPVIAEGKHTPIISQDLWDKVQARKKQVSKKPQVHGKGTNLLTGILHCPNPQCNAPMAASNTTNTL 319
NTDB id 11 SA RS00430 WP 001186602.1 YKDWSEKRRKGLNDKPVIAEGKHSPIINQDLWDKVQMRKKQVSQKPQVHGKGTNLLTGIIHCP..QCGAPMAASNTTNTL 318
consensus !!!! *!!!!!!!! !!!!!!!!*!!! !!!!!!!! !!!!!! !!!!!!!!!!!!!!!*!!!**!! !!!!!!!!!!!!

logo KDGTKKR IRYYSCSNFRNKGSKVCSANSVRADVI EDKYVMDKQI LE IVKSDKVI
L
K
Q
Q
RVVETHRVNQENQVDGVAALHNHDIAYKQQQ

NTDB id 198542 BJG89 RS00300 WP 096807992.1 KDGTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEKYVMDQILEIVKSDKVLKQVVERVNQENQVDVAALNHDIAYKQQQ 399
NTDB id 11 SA RS00430 WP 001186602.1 KDGTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVTHVNQENQVDGAALHHDIAYKQQQ 398
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!* !! *!!!!!!!! !!!*!!!!!!!!!

logo

F
YDE I

V
N
QIKLKNNL IKQTI EDNPDLTSAVI

L
K
RPSTIHQKQYEKTQLNDITNQI

MNQLKNQQQNEQDEKPLSFYDATKEQIASAKLLQHR I FHQDNI EKHS IMDEKSQR
NTDB id 198542 BJG89 RS00300 WP 096807992.1 FDEINIKLKNLIQTIEDNPDLTSALKPTIHQYETQLNDITNQMNQLKQQQNQEKPSYDTKQIAALLQRIFQNIESMDKSQ 479
NTDB id 11 SA RS00430 WP 001186602.1 YDEVQIKLNNLIKTIEDNPDLTSVIRPSIQKYEKQLNDITNQINQLKNQQNEDKPLFDAKEISKLLQHIFHDIKHIEKSR 478
consensus *!!**!!! !!! !!!!!!!!!! **!*!* !! !!!!!!!!*!!!!*!!! *!! *! ! ! !!!*!!* ! ***!!

logo LKALYLSTVIDCR IDIKRKDEGNSHKKQFFYVTLKLNNE I IKQLFNNKNQSLDEVHLLSTSSLFLPQTLYLTI
NTDB id 198542 BJG89 RS00300 WP 096807992.1 LKALYLTVIDCIDIRKDESHKKQFFVTLKLNNEIIKQLFNNNSLDEVLLSTSSLFLPQTLYLTI 543
NTDB id 11 SA RS00430 WP 001186602.1 LKALYLSVIDRIDIKKDGNHKKQFYVTLKLNNEIIKQLFNNKQLDEVHLSTSSLFLPQTLYLTI 542
consensus !!!!!!*!!!*!!!*!! !!!!!*!!!!!!!!!!!!!!!! !!!!*!!!!!!!!!!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


