
logo MQQLKQTKRVGIYVRVSTEMQSSTEGYS IDGQINQIKEYCDNFHHFEVKDIYADRGI SGKSMNRPAELQR I
MLHKDAKNEKDGHYIDCVM

NTDB id 198472 BJD96 RS00220 WP 096823721.1 MQQLKQKRVGIYVRVSTEMQSSEGYSIDGQINQIKEYCNFHHFEVKDIYADRGISGKSMNRPALQRMLHDANKDHIDCVM 80
NTDB id 11 SA RS00430 WP 001186602.1 MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQRILKDAKEGYIDCVM 80
consensus !!!!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!! !!!*!*!! *!!!!!

logo VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQI LASFSEFERNNIVENVFMGQTRRAQEGYYQGN
NTDB id 198472 BJD96 RS00220 WP 096823721.1 VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN 160
NTDB id 11 SA RS00430 WP 001186602.1 VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LP I
LGYDKTIPDNSKHELMINQHEANIVKYI FESYAKGHGYRKIANALNHKGYVTKKGKNPFS I SAS ITYI LASNPFYIGKIQFAK

NTDB id 198472 BJD96 RS00220 WP 096823721.1 LPIGYDTIPDSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGNPFSISAITYILSNPFYIGKIQFAK 240
NTDB id 11 SA RS00430 WP 001186602.1 LPLGYDKIPNSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAK 240
consensus !!*!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!! !!!!!!!!!!!!

logo YKDWNSEKRRKGLNDKNPVIAEGKHASP I INSQDELWDKVQMSRKKQVSQKPQVHGKGTNLLTGS IL I FHCEPKQCGAPTMYAASNTTTNTLKD
NTDB id 198472 BJD96 RS00220 WP 096823721.1 YKDWNEKRRKGLNDNPVIAEGKHAPIISQELWDKVQSRKKQVSQKPQVHGKGTNLLTSLIFCEKCGATYAASTTTNTLKD 320
NTDB id 11 SA RS00430 WP 001186602.1 YKDWSEKRRKGLNDKPVIAEGKHSPIINQDLWDKVQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKD 320
consensus !!!! !!!!!!!!! !!!!!!!! !!! !*!!!!!! !!!!!!!!!!!!!!!!!!!! *!*!* !!!* !!! !!!!!!!

logo GTKKR IRYYSCSNFRNKGSKVCSANSVRADVI EDKYVMKNQI LE I IVKSDKVI
L
K
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RVVETHRVNQDENSQI

VDGMAALHNHDIAYKQKQQFYD
NTDB id 198472 BJD96 RS00220 WP 096823721.1 GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEKYVMNQILEIIKSDKVLKQVVERVNQDSQIDMAALNHDIAYKQKQFD 400
NTDB id 11 SA RS00430 WP 001186602.1 GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVTHVNQENQVDGAALHHDIAYKQQQYD 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!*!!!!!* !! *!!!* !*! !!!*!!!!!!! !*!

logo EVQIKLDNNL IKTI
LEDNPDLTSVI
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NTDB id 198472 BJD96 RS00220 WP 096823721.1 EVQIKLDNLIKTLEDNPDLTSVLKNTIHQYEKQLNDITNQVSQLKQQQNQEKPSYDTKQIAALLQQIFQNVESMDKVQLK 480
NTDB id 11 SA RS00430 WP 001186602.1 EVQIKLNNLIKTIEDNPDLTSVIRPSIQKYEKQLNDITNQINQLKNQQNEDKPLFDAKEISKLLQHIFHDIKHIEKSRLK 480
consensus !!!!!! !!!!!*!!!!!!!!!****!* !!!!!!!!!!!* !!!*!!! *!! *! ! ! !!!*!!* * ***! !!

logo ALYLSTVIDR IDIKRKDGNHKKQFYVTLKLNNE I IKQLFNDNKTPQLDEVHLLSTSSLFLPQTLFYLQTI
NTDB id 198472 BJD96 RS00220 WP 096823721.1 ALYLTVIDRIDIRKDGNHKKQFYVTLKLNNEIIKQLFNDTPLDEVLLSTSSLFLPQTLFLQI 542
NTDB id 11 SA RS00430 WP 001186602.1 ALYLSVIDRIDIKKDGNHKKQFYVTLKLNNEIIKQLFNNKQLDEVHLSTSSLFLPQTLYLTI 542
consensus !!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!*!!!!!!!!!!!!*! !
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