
logo MKQVAMIGYLRQSTMSTKQQSLPAAQKQTAIKETAI
LAKEKHHNIQYHINTFYSDKQSGRKTDNKRSNGYRQQMITQEL IQQGQCDI

VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 198438 BJG88 RS00205 WP 108909055.1 MKQAMGYLRQSTSKQQSLPAQKQAIKTLAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!**!!!!!!!*!!!!!*!!!!*!***!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!

logo LKNALKL IMKLCQTKYHVHI LSVHDGYFDMDQKAFDRFLKLNI F I SLAELESDNIGEQVKRSNGLIQKEKARKQGRKML ITTHAPFGYEHYKH
NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 198438 BJG88 RS00205 WP 108909055.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVSNGIKEKARQGKLITTHAPFGYHYK 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!*!!**!!!!!!!!!*!*

logo

R
NGATF ITIDNKQTVNKEASPTVI

KAVFNYYI
L
K
QGHNYGYKKITAQFLYLEAEDDNTKFLYLINRQKPYQVRNI I ILMNPNYCGRVNINKQYGQFYEDNMFPAS IVSTNSTMI

NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 198438 BJG88 RS00205 WP 108909055.1 RGTFTINKNESPTVIAVFNYYLQGNGYKKITQFLEEDNKLLNRKPYQVRNIIMNPNYCGRVINKYGQYDNMFPSIVSTNM 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus *!*!*!* ***!!!*!!!!!!**! !!!!!*!*!!*!****!!*!!!!!!!!*!!!!!!!!*!*!!!**!!!!*!!!!**

logo YEEQAQARVTLRTSQKPQVIKQRKTSPSEDNQLKQKIKCPCYCDGNTSKTLTNMTVIRKGKHNTHSTLRYYVCPKQRNMNEASRFVCEDFKGINAQTELEDTKSVLAETVT
NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 198438 BJG88 RS00205 WP 108909055.1 YEQAQALRSQKQIKRTPSDNQLKQKIKCPYCGSKLTNMTIRKGTHSLRYYVCPRNMNESRFVCDFKGINAQELETSVLTT 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !!*!! *!*!!**!***!*!!!!!!!!!!*! **!!!!!*!!* !*!!!!!!!*!!!*!!!!!*!!!!!!!*!!**!! *

logo CKQDFYFQNQRQI
LYTSKIKNGHQATIDQQKQRI

LKNRQRNDI EKTHKHNTTLTNQHEQL I EKLAKQDGI
KIDAETFREQTQLSLRQQPSQKRPTITSS I SNAGTFHYQIKQRHKRATI

FQ
NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 198438 BJG88 RS00205 WP 108909055.1 CQDFFQNQQLYSKINQTIQKQLKNQRDIETKNTLNHEQLIEKLAKGKIDAETFREQTQLLRQQSKPISSINAFQIKRTFQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !*!!*!!!**!*!!* *!****!*!!*!!** !!**!!!!!!!!***!!!!!!!!!!!*!!!!*****!!***!!****!

logo NVI IKQKQRFTLNI
MLYPYI EDTE INHI STKDKNKI

N
SLAIVGIYFKNEPLNI IVKNQTTMEQLSS IVA

NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 198438 BJG88 RS00205 WP 108909055.1 NVIKQRFTLNMLYPYIDEIHITKKKILVGIYFKNEPLNIINQTTQSSIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus !*!**!!!!!*!!!!!**!*!*! ! !*!!!!!!!!!!!**!!***!!*

X non conserved

X similar

X ≥ 50% conserved


