logo

NTDB id 1177 A1552VC RS01165 WP 000422572.1
NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1
NTDB id 198151 A4C45 RS04530 WP 001055622.1
NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 1086 NMV RS00245 WP 002218487.1
NTDB id 1116 NGFG RS10615 WP 003690200.1
NTDB id 1185 GTF74 RS11940 WP 000350195.1
NTDB id 1176 A1552VC RS01160 WP 000350195.1
NTDB id 1283 ACE17W RS02630 WP 010947729.1
NTDB id 1259 GC085 RS10305 WP 010947729.1
NTDB id 1202 PSJM300 01600 AFN76400.1

NTDB id 1194 PAKAF RS01995 WP 003084552.1
NTDB id 1020 ACIAD RS04210 WP 011182164.1
NTDB id 1060 ABD1 RS04380 WP 000355489.1
NTDB id 1040 HON27 RS13360 WP 000355489.1
NTDB id 1081 FDQ49 RS05335 WP 006581387.1
consensus

logo

NTDB id 1177 A1552VC RS01165 WP 000422572.1
NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1
NTDB id 198151 A4C45 RS04530 WP 001055622.1
NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 1086 NMV RS00245 WP 002218487.1
NTDB id 1116 NGFG RS10615 WP 003690200.1
NTDB id 1185 GTF74 RS11940 WP 000350195.1
NTDB id 1176 A1552VC RS01160 WP 000350195.1
NTDB id 1283 ACE17W RS02630 WP 010947729.1
NTDB id 1259 GCO85 RS10305 WP 010947729.1
NTDB id 1202 PSJM300 01600 AFN76400.1

NTDB id 1194 PAKAF RS01995 WP 003084552.1
NTDB id 1020 ACIAD RS04210 WP 011182164.1
NTDB id 1060 ABD1 RS04380 WP 000355489.1
NTDB id 1040 HON27 RS13360 WP 000355489.1
NTDB id 1081 FDQ49 RS05335 WP 006581387.1
consensus

DL eEs Al P B szmNan&sH@_vag

PMIRVEIG
PPM R DG

EPMIRVHG
S

PPM R DG

I¥ SDLH SAG PPMIRVDG

I8 SDLH SAG PPMIRVDG

@ASDLHLS G PPMIRVDG

€ASDLHLSAG PPMIRVDG

[ IYASDLHLSAG PPMIRVDG

@ASDLHLSAG PPMIRVDG

.. €ASDLHLSAG PPMIRVDG
AMDIWELLAFSVK [MASDLHLSAG PPMIRVDG

kkok ok ok koK kK

1AM

11 skosk sk ko k ok ok

E. NQBRILEHGSINIANREEISLALIHLEIHCPQ
NCGARFRVNAFNIQIASUG VIYIRIAIP gy AT
ARFRVNAFNIM&RGIY AVFRTIPSHN
ARFRVNAFNJN&RG|Y AVFRTIPSHN
RFRVNAFBIQERGOSJAVERTIP N
RFRVNAFBIQERGSAVFRTIP |
ARFRVNAFNQSJRGEY AVFRTIPS|
ARFRVNAFNQSRGEY AVFRTIPS|

ARFRVNAFNQNRGE\GAVERTIP S|
ARFRVNAFNQIRGE\GAVERTIP S|
ARFRVNFNQNRGIGAVFRTIPS[
ARFRVNAFNQIRGE\GAVERTIP S|
ARFRVNAFNQRNRGINGAVFRT IP S|
ARFRVNAFNQRGE\GAVERTIP S|

=== ekl = == =22

IR Kok kokokok | kokokk kKK

IMNDIAQRH]
IMNDIAQRES
IMND QR
IMND
IMND
IMND
IMND
IMND
IMND
IMND
*x X * *

=vli=cli=ci=c=c = ]=vJi=cl¥=c -] =* J=~)

* %k | k% * % %

EMLGHPIZIINDY BEIAYGL LVTGITGSGKSTTLAAM
M GLPNIRE® T AWFNERGLVLVTGPTGSGKSTTLA M

I3 AMJAMIRGLVLVTGPTGSGKSTTLAAY
I ARSIRGLVLVTGPTGSGKSTTLAAY
ISTIPARZRGLVLVTGPTGSGKSTTLAAM
I DPABERGLVLVTGPTGSGKSTTLAAM
DII{ONEYRGLVLVTGPTGSGKSTTLAAM
DII[OM4EYRG VLVTGPTGSGKSTTLAAM
DIT{ONEYRG VLVTGPTGSGKSTTLAAM
DIT[OI4EYRG VLVTGPTGSGKSTTLAAM

*kkk kkk KK Pokokoskokoe Do D s DD Dk )

(e B el ol e o e e W e M 3

oAl AERLET,J L] EE\. L &l fsl Ao B VWI AT S KSH\.AA eQYéN

.S SFRELPﬁIRE RIPF IRKINZEMT QN ARGLVLVGTGSGKSTT AAMINY Y3 QHITG
M

UEJCJUKJCJUtJE:Z:ZE:ECD

o) D RestebisE DF P

153
155
156
152
159
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
198151 A4C45 RS04530 WP 001055622.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
198151 A4C45 RS04530 WP 001055622.1
1307 DR RS10055 WP 010888596.1

)k LUkl kkk skkx EE

TPt Lo linL

EDPIEFVHEHK C TQREVGLDTE
EDPIEF H[BIWC ENQREV[EERD T)y)
EDPIEF H|®:#N¢C TJNQREV[epsD T|y)
QRIGRRINARGLHCM
EDPIEF H@YK INQREV[ESIDTI®
EDPIEFVHNSKKNLINQRE H[ABITIH
EDPIEFVHNSKKBLINQRE H[ABITIH
EDPIEFVHSIWKCLINQREVH
EDPIEFVHSWKCLINQREVH
EDPIEFVHNSKKCL NQREVH
EDPIEFVHMNSKKCL NQREVH
EDPIEFVH@SKKCL NQREVH
EDPIEFVHI@SKKCL NQREVH
EDPIEFVH|#gKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH

kK okk Kok

] LR ALREDPD
INALR ALR MPD
FWJALRSALREDPD
INYALESALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
WPNALRSALREDPD
NPVALRSALREDPD
MIZALRSALREDPD
RIZALRSALREDPD
WMAALRSALREDPD
IWNALRSALREDPD
WMHALRSALREDPD
IMAALRSALREDPD

K Dookor 1]

IR

R\/ AHEVM M

RDMETI LALTAAETGHLV|R TLHT|¢AA[N
RDMETI A TAAETGHLVJ

GTLHTRYS Al

LA TAAETGHLVFGTLHTISA

LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
T Pl sk |oxox

LA TAAETGHLVFGTLHTNSAiK
T

~

RERKVA%LY§T@1 0

1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1

I:DIGNIGRVA HETIRI
JEDIGNIGRVA HETRI

WPA RNLIRENK
NPA RNLIRENK

GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

ok |k ok

%k o ok ok ok ok Xk * | okokok |

.NKGGRVAAIEIM

. NK[HEARYAL
MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
WAGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

MUGGGRVAGHEIM
BIGGGRVA[Y

HEIM

*% | ok | oxokx

PAIRNLIREWNK
PATIRNLIRERK

GATRNLIRERK
EIM [¢

GAIRNLIREPK

PAIRNLIRENMK AQMYSHIQTG
PAIRNLIRENK AQMYSEIQTG
IIPATRNLIRE[K AQMYSHIQTG
IIPATRNLIRENK AQMYSEVIQTG
IIPATRNLIRENK AQMYSEVIQTG

IIPATRNLIRENK AQMYSEVIQTG
kookok ok ok ok okok | | Kook kKK ok S

233
235
236
232
239
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
311
319
315
315
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203
1019

198151 A4C45 RS04530 WP 001055622.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

198151 A4C45 RS04530 WP 001055622.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

GFRINA@Y QYYD D KIMEEQDRALHS
W EDIAIRY B V QEESS ABREA
ARSHIA

IR YDK@LERJA
INAPEVEARRRIA
INAPEARARRREN

s8R ENIREKINKIP .
MNLPTIRAVINKSP .
sl QTNRTANKQP .
8P QTIRTANKQP .
P QTNRTANKQP .

X non conserved
B similar
> 507 conserved

(100 v

IS KHTI\HEAJNLNK .
ISKHTI\HEANLNK .
IS RDSPNKEKINKQP .

LEEL-.—-}L"S.E:‘:ié/\E-','\»':?.lf. e R R

k =T A= aBE L ZERGSEREFERc A~
DSANDLRLMLKTKR.GDDY...GSGSLQNVKI........ DME.............
DSSNDLRLMIKLGS.ETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. . .
DSPNNLRLQIKLSE.EANKPLDNRERMSEMER........ KMTFDGQRRNLK. . ..
IDPKEFARLANDASAGLGG. . . . . ASMTPAAPPVPAYNSASSSSTGRGGDFGRGAA

QAN SESMOE . . e
AN SESMSE . e

368
381
383
326
418
347
347
345
345
344
344
344
344
344
345
345
345

368
381
383
326
394
347
347
345
345
344
344
344
344
344
345
345
345



