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NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 APAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ............................ 113
NTDB id 198079 BI283 RS12750 WP 106421151.1 S..NAGQSDNPFANTNGPIDISDDDLPF 172
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consensus * ** *** ******

X non conserved

X similar

X ≥ 50% conserved


