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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 198014 BI380 RS20605 WP 016449346.1 ..MASVNKVIIVGNLGRDPEMRTFPSGDQVANVTIATTDRWRDKNTGENKEATEWHRVVFNGRLAEIVGQYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGG..........APYDEGYGQSQEAYQRPA.QQSRQPA 140
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGG..........APYEEGYGQSQEAYQRPA.QQSRQPA 140
NTDB id 198014 BI380 RS20605 WP 016449346.1 EGSLRTRKWTDQASGQERYATEIRA....DTMQMLGSRQGGGG..GQQGGGYGD....EGYGDS..GYDAPPQQQQRRPA 146
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQG..GYSDNYAQNNNFN. 150
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM..NVPAQQGSWGQ.......P.Q....... 142
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NTDB id 1131 NGFG RS05740 WP 003695064.1 PDA........PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SDA........PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 198014 BI380 RS20605 WP 016449346.1 PAPMAAPAPRQAPAQRPAPAPMAPPPQRAASGFDDMDDDIPF 188
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ....G........GNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .....QPAKQHQPMQQSAPQQYSQ..PQYNEPPMDFDDDIPF 177
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