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NTDB id 197732 WSWS RS02475 WP 070229780.1 MATELPTRDSLPESATWDLSKIYATDAAWDAEYAALESKLAQADKYAADLTTSGANLYAGLTYGLEVMRTLEKLYVYASMKSDQD 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ...MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQD 82
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logo TTNVGSKLYLQEGLYDQASKRAQSANLAYASQRLVSAEAFIASFYFDEPAEFVLMALDSDEKAKLAEAEFLFKAEQEPGKLGELYDKHYFDERS ILLATNQKDGHVLSAQEAEAELLAAGAGSDI
VFGNAGPS

NTDB id 197732 WSWS RS02475 WP 070229780.1 TTNSKYLGLDSRAQALAARVSAAISFFDPAVLALSDEALEALFAQEPKLGEYKHYFDSILTQKGHVLSAEAEALLAGASDVFGAS 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGP 167
consensus !! ! *! ! *! ! *!*! *!! ! ! !!! !! ! !!!* *! *! !!!! !!! !!!*! !*! **
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NTDB id 197732 WSWS RS02475 WP 070229780.1 QNTFGVLDNADIKFGEVEDENGEFVQLSNGVYSRLLESTDGDVRRDAFQTFYDSYIDLENTFASLIASHMKGHNYLAKVRHYDSA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSA 252
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NTDB id 197732 WSWS RS02475 WP 070229780.1 RQAALASNHVPESVYDTLVDEVNKHLPLLHRYVALRKQLLHLEELHTYDLYTPILGTPDLVVDFESAKADSLQALAPLGEDYLDI 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 RHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETA.LTYEESLKKAEEVLAIFGEEYSKG 336
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logo VHQAEAFYDTENRWIDVHI EPNKGKRSGAYSGGASYDTNAPFYI
MLLNWQVDNTLDNFLFYTLVHEMTGHSLVHSTYFLTRHQATQPYHVYGDYP I FLAE IASTTNE

NTDB id 197732 WSWS RS02475 WP 070229780.1 VQEAYDNRWIDVIENKGKRSGAYSGGSYDTNPYILLNWVDNLDNFYTLVHEMGHSVHSYLTRHAQPYHYGDYPIFLAEIASTTNE 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNE 421
consensus !* !* !!!!!**!!!!!!!!!!!! !!!!***!!!! ! !!! *!!!!! !!!*!! !!* !!!*!!!!!!!!!!!!!!!!!
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NTDB id 197732 WSWS RS02475 WP 070229780.1 NLLTAHLLQTVEDKALRAYILNHYLDGVKGTVFRQTQFAEFEQWMHEQDAAGIPLTADVLNEAYGELNQRYYGDALTFDEEIAHE 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFE 506
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NTDB id 197732 WSWS RS02475 WP 070229780.1 WERIPHFYYNYYVFQYSTGFAAATALSQKILTEGEPAVAAYKTYLKAGSSAYPVDVMKAAGVDMTKADYLVDTFKVFAERLDEFE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 WERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELE 591
consensus !!!!!!!! !!!!*!! !!!!!!* ! !!** !* !! !!!!!!!! !!**!*! !!!!!! !!! !!!! *!! ! !
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NTDB id 197732 WSWS RS02475 WP 070229780.1 ALVAELGK.. 603
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALVEKGVHLS 601
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