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NTDB id 1029 TT RS02230 WP 011228203.1 299
NTDB id 1169 A1552VC RS11075 WP 000648511.1 304
NTDB id 1402 DSB67 RS12670 WP 010643257.1 303
NTDB id 1112 NGFG RS09215 WP 003689811.1 G IAR FAAGVPLVDL STAGA 306
NTDB id 1113 AAA85695.1 219..1451( ) GIgAT EF KLEARSIIKIQRRED) IAR FAAGVPLVDL STAGAJN 306
NTDB id 197531 XCCCNO3 RS05340 WP 129589289.1 I A I E VY KISIP SM Q H G M)A R IARF RT TF.AGVPLV AL 314
NTDB id 1252 GC085 RS07730 WP 011213805.1 G EIFYA )Y S|BAFIXaky DR IXKAMIARF RTL TFAAG PLV ALJSS 303
NTDB id 1198 PSJM300 03950 AFN76868.1 I A DK QEVH TISIE ARF RTL TTFAAGVPLVDAL S 302
NTDB id 1016 ACIAD RS01680 WP 004920476.1 G ATINF ' IXA (JMR S|'S MKAWMTIAR SRTLATTFAAGVPL DALSTAGATN 305
NTDB id 1059 ABD1 RS01610 WP 000279215.1 IL. MKANIAR SRTLATTFAAGVPL DAL STAGATNN 305
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 . QMVIGEESGELD MLKVA 383
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NTDB id 1112 NGFG RS09215 WP 003689811.1 . QMY IGEESG LD MLNK 385
NTDB id 1113 AAA85695.1 219..1451( ) . QMH 385
NTDB id 197531 XCCCNO3 RS05340 WP 129589289.1 393
NTDB id 1252 GC085 RS07730 WP 011213805.1 382
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NTDB id 1059 ABD1 RS01610 WP 000279215.1 . QMVAIGEESGALDBJMLIJKVARN YENEVDNAVD L B 384

consensus ! ! s bk DED D bk bk D Dok Dok b1 Dok Dok |

<0

e YU

' )\NA LACa

NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1169 A1552VC RS11075 WP 000648511.1 LG VGGLV AMYLPIF LEISV B 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 IALG VGGLVAMYLPIF LISV | . 407
NTDB id 1112 NGFG RS09215 WP 003689811.1 T AMYLP F LGNVV s 410
NTDB id 1113 AAA85695.1 219..1451( ) T AMYLP F LGNVV  E3 410
NTDB id 197531 XCCCNO3 RS05340 WP 129589289.1 l MYLPIFIML SVV [ 418
NTDB id 1252 GC085 RS07730 WP 011213805.1 AMYLPIFLGSV .. 406
NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIF GSVV. 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF GSVVES 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF GSVVAS 408
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