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Ut R LR A ATIULC TR 0 T

IVVVHE GHF FAK SGILVREFAIGMGPKIF HPGKDGTEIYTIRILPLGGYVRMAGWJE DTTEIKTG PJS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

g ST WU T A

LTLY GKVER NLS{¢ |4 DQTALPMNVT DIJEDKLIMITGLVLIYE TYFVDHDATIVERADGTE RIAPMDVQYQNA IWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLTI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

P

ARSI O s AT e D ke

TNFAGPMNNFILG ' EFIYILIEY QGGVQ WYTNE| QVAIRGAINAN G 'KNRDEIT ©Ji¢ [e]ayy (UNDINTIAME K EQWK G . QISNPK|#
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

bt oo LN

N TVKS.GN TKDNERYS|ZKISEGDRMLINEAARZG IS DIRM S MM V(ee L TIUEATAAYAE RISEN AJRYNIMEE H P SIMi QNelea =AW T IR, VISISIA:S
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS
SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SO LWL AL VAR o ST LA WL AT

GLpJY BL® |BLSIN GIFNLIPIPALDGGKIVENIIEAIRRKPLUGUEWE Y TLAGVA MVVLMIAVTWNDIMRWFF 418
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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> 50% conserved
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