
logo MKKGSKI
WLALAGVALLASGTVGAVLAACSNSSKTSNSNTSSSSGASDGQTATFYNGYI

VYENSVSDPENSTLNDYLI ITSSNKTAGAPTTKDTSALVTVATNLGI
VDGLLMENADNKYGNLVPSMVA

NTDB id 197435 WH25 RS09275 WP 046164591.1 MKKGKILALAGVALLATGVLAACSNSTSNSSSSGADQAFNYIYEVDPENLNYLISSKAATTDLTANLIDGLLENDNYGNLVPSMA 85
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSST.....SGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNT.....SGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNT.....SGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA 80
consensus !!!*!*!!!!!!!!!**!*!!!!!*** * ******!*!**!!!*!*!**!****!*****!**!!!*!*!*!!!!!!!*!

logo EDWTSVSQKDGLTYTYKLIRKDGAVIKWYTSDEGEEYADNVKTAQKDFVATGLKYHAADGNSKSAEGATGI
LYLVQSDS IKAGLDSDYVLNSGAKTTNKDFSSNVGVKAVIDEDHY

NTDB id 197435 WH25 RS09275 WP 046164591.1 EDWTVSKDGLTYTYKLRKDAKWYTSDGEEYADVKAQDFVAGLKYAADNKSETLYLVQSSIKGLDDYVNGKTKDFSSVGVKAVDDH 170
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVKAIDDY 165
NTDB id 324 STU RS16140 WP 011226306.1 EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDEY 165
NTDB id 292 STER RS06940 WP 011681419.1 EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDDY 165
consensus !!!*!!*!!!!!!!!*!!**!!!!!*!!!!! !*!*!!!*!!!*!!!*!****!!!!*!!*!!*!!**!**!!!!*!!!!!*!**

logo TVLQYTLNKEKQPESPFYWNSKTTMYGS ILLSYFPVNEEDFLKSNKGDKKDFAGQKASATDPTSLI LYNGPFLLKS ILTSAKSS I EFLATVKNPEHNYWDKDKNVHVFSDDAVIKFLTS
NTDB id 197435 WH25 RS09275 WP 046164591.1 TVQYTLNEPESFWNSKTTMGILYPVNEEFLKSKGDKFAQAADPTSLLYNGPFLLKSITSKSSIEFAKNPNYWDKDNVHVSDVKLT 255
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKKNVHFDAIKLS 250
NTDB id 324 STU RS16140 WP 011226306.1 TLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFS 250
NTDB id 292 STER RS06940 WP 011681419.1 TLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFS 250
consensus !*!!!!**!!**!!!!!!* *!*!!!!*!!!*!!**!****!!!!*!!!!!!!!!!*!*!!!!!**!!**!!!!*!!!****! *

logo YFYDGQSDQEGDKAPLAEVERQGFATKDGALYNSALFARLVAYFPTSASTNFYASKSVEKEKFYKDNI FVYYTPAQPDGSASSTFSLAVIG I
VNLIDRQASYNKFHYSTAKSKSTDASQEKTSSTKKALMLNKD

NTDB id 197435 WH25 RS09275 WP 046164591.1 YFDGQDQGKPAEQFAKGALSAARLAPTSATFSKVEKEFKDNIVYTPQDSSSFLVGVNIDRQAYNHTAKSSDAQKSSTKKALMNKD 340
NTDB id 475 HSISS4 RS07005 WP 021143809.1 YYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKTDAEKTSTKKALLNKD 335
NTDB id 324 STU RS16140 WP 011226306.1 YYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKTDSEKSSTKKALLNKD 335
NTDB id 292 STER RS06940 WP 011681419.1 YYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKTDSEKSSTKKALLNKD 335
consensus !*!!*!!******!**!!* *!!**!!!*** *!!!**!!!!*!!****!****!*!*!!!*!***!!**! *!*!!!!!!*!!!

logo FRQSALI SNFAFIDRKTAYAQSQMVINGKEDGAATKLGMALVRNLYF IVPPSTDFVQSADGGDKSTFGEDLVKTEKVMASSYGDEWKSDGVNLFDTADAGSQDGLYNKAEKAKATEFAKA
NTDB id 197435 WH25 RS09275 WP 046164591.1 FRQALSFAFDRTAYASQVNGKEGATKMLRNLYIPPTFVQADGKSFGELVKEKVASYGDEWKDVNFDDAQDGLYNKEKAKAEFAKA 425
NTDB id 475 HSISS4 RS07005 WP 021143809.1 FRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFTDGQDGLYNAEKAKTEFAKA 420
NTDB id 324 STU RS16140 WP 011226306.1 FRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFADSQDGLYNAEKAKTEFAKA 420
NTDB id 292 STER RS06940 WP 011681419.1 FRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNLADSQDGLYNAEKAKTEFAKA 420
consensus !!!***!!*!! !!*!!*!!!*!!****!!!**!**!!*!**!*!!*!!*!!**!!!!!!**!!**!*!!!!!!*!!!!*!!!!!

logo KEKDTALQEAEDGVEQFP IHLDMLPVNDQTSASSKAILKNVQARQAVQSLKQSTI EQSKSLGTSDENVVVIDVIHNQMLKSTSDDI
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NTDB id 197435 WH25 RS09275 WP 046164591.1 KKALQEEGVEFPIHLDMPVDQTASAKVQRVQSLKQSIESSLGTDNVVVDIHQMKTDDVLNITYYAASAAEEDWDISDNVGWSPDY 510
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQNATLNAANAAAEDWDISNGVIWGPDY 505
NTDB id 324 STU RS16140 WP 011226306.1 KDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLENVTLNAANAAAEDWDISNSVAWAPDY 505
NTDB id 292 STER RS06940 WP 011681419.1 KDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLENATLNAANAAAEDWDISNSVGWAPDY 505
consensus !**!!**!!*!!!!!!*!!*!*****!** !!!!!*!!*!!!**!!!*!**!***!!**!*!**!!*!!*!!!!!!**!*!*!!!



logo QDPSTYLEDI IFKPTTGSGSENTKATFLMGFYDGDKPENNAAADAQVGLKEDYADKALVLDNESAAASEKTSTDVLNAKVRYEDKRYAAQAQAWLTEDSASLLVIPTLTSVRGTNGARAP
NTDB id 197435 WH25 RS09275 WP 046164591.1 QDPSTYLEIIKP.GGENTKTFLGFDGKENAAADQVGLKEYAKLVDEAAAEKTDVNKRYEKYAAAQAWLTDSALLIPTTSRTG.RP 593
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAP 590
NTDB id 324 STU RS16140 WP 011226306.1 QDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAP 590
NTDB id 292 STER RS06940 WP 011681419.1 QDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAP 590
consensus !!!!!!!*!*!****!!!! !*!*!***!!!!*!!!!!*!**!* *!!*!**!*!*!!**!!*!!!!!*!!*!*!!*!***!**!
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NTDB id 197435 WH25 RS09275 WP 046164591.1 VLTKIVPFTAPFAWSGAKGRDMASYKYLKLQDKAVTAKEYQKAQEKWNKERAESNKKAQEELEKHVK 660
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 AISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 VISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
consensus ******!!!******!*!*******!!*!*!*!*!!*!!!****!!!*!!***!!*!!!**!!!!!!
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X ≥ 50% conserved


