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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFW.WVPCLVLLGIIAGGFYWHQSQQ.KQKVTQ......NEQLLATSAS.K......TKPATKKTHQAATKKKG 70
NTDB id 105 BSU 25590 NP 390437.1 ......MNWLNQHKKAIILAASAAVFTAIMIFLATGKNKEPVKQ..................AVPTETENTVVKQEANNDESNET 61
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFVSVIAVLMVIFCFFLW..MTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEKVKSK 82
NTDB id 197428 WH25 RS08740 WP 046165270.1 .MIEDLIEKAKQYKIALSLGLLGAIVAGFILL..QGRDQGGT........DVQQLTEQTSSSSSYKDEKSNKSNEISQAETGDQL 74
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVICTGLGLLVGGFFLL..KPAPHTPV........KETNLQAEVVAISKDSSTEKDVKKEEKEEPVEQDL 73
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLL..KPAPQTPV........KETNLQAEVVAVSKDSVSEKEVKKEEKEEPLEQDL 73
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLL..KPAPQTPV........KETNLQAEVAAVSKDSSTEKEVKKEEKEEPLEQDL 73
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLL..KPAPQTPV........KETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDL 73
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLL..KPAPQTPV........KETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDL 73
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLL..KPAPQTPV........KETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDL 73
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NTDB id 613 LCA RS05340 WP 231952379.1 GFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSERTQE 155
NTDB id 105 BSU 25590 NP 390437.1 IVIDIKGAVQHPGVYEMRT.GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQG.GGG............ 132
NTDB id 300 STER RS07485 WP 011681496.1 VTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGTG............ 154
NTDB id 197428 WH25 RS08740 WP 046165270.1 VTVDVKGAVKKPGVYQLQS.NSRVHDALEKAGGMTEEADLKSVNQAQKLSDEAVVYVAKVGENTV..DVTASA............ 144
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESA..SQ................ 139
NTDB id 493 SM12261 RS04300 WP 000387351.1 ITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAA..SQ................ 139
NTDB id 153 SP RS04730 WP 000387344.1 ITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAV..SQ................ 139
NTDB id 263 KZH43 RS04195 WP 000387330.1 ITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAV..SQ................ 139
NTDB id 222 SPD RS04535 WP 000387330.1 ITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAV..SQ................ 139
NTDB id 188 SPR RS04295 WP 000387330.1 ITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAV..SQ................ 139
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NTDB id 613 LCA RS05340 WP 231952379.1 QASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICVN 235
NTDB id 105 BSU 25590 NP 390437.1 ...SVQS....DGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 300 STER RS07485 WP 011681496.1 ...QVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
NTDB id 197428 WH25 RS08740 WP 046165270.1 ...HTSATSGTGQTKSALVNLNTATEADFQTISGIGQKRAQDIIAYREANGRFKSVDDLKNVSGIGAKTLEKLKEYVTVD 221
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...HTGSGAPSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...QAGPGTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 ...QTGSGTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...QTGLGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 ...QTGLGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 ...QTGLGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
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