
logo MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVYSVQLEGQTAIVQYQPTTAAQEAYPTIQHAVWSEEGGQDDIVWYSADN
NTDB id 427 DQL23 RS10480 WP 060554269.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVSVQLEGQTAIVQYQPTTAQEAYPIQHAVWSEEGGQDDIVWYSAN 85
NTDB id 197391 WH25 RS00410 WP 046164563.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVSVQLEGQTAIVQYQPTAAQEAYTIQHAVWSEEGGQDDIVWYSAN 85
NTDB id 426 SGO RS10250 WP 012131057.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVYVQLEGQTAIVQYQPTAAQEAYTIQHAVWSEEGGQDDIVWYSAD 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!*

logo QSTTR IDLSQHKGQGKFLHI ETYLNVNSGI
VKYHLSSKSVFLNKPVQPSTAEKTVPEQQNDSTSSNNATPQAPAEQPKPTNPAPSTPAPAPAT

NTDB id 427 DQL23 RS10480 WP 060554269.1 QSTTRIDLSQHKGQGKFHIETYLNVNGVKYHLSSKSVFLNKPVQSAEKTVPEQQNSTSSNNATPQAPAEQKPTNPAPSPAPAPAT 170
NTDB id 197391 WH25 RS00410 WP 046164563.1 QSTTRIDLSQHKGQGKFHIETYLNVNGIKYHLSSKSVFLNKPVQPAEKTVPEQQDSTSSNNATPQAPAEPKPTNPAPTPAPAPAT 170
NTDB id 426 SGO RS10250 WP 012131057.1 QSTTRIDLSQHKGQGKFLIETYLNVNSVKYHLSSKSVFLNKPVQSTEKTVPEQQDSTSSNNATPQAPAEPKPTNPAPTPAPAPAT 170
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!**!!!!!!!!!!!!!!!!**!!!!!!!!*!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!

logo NRVENRPRNSYQPKVEDERNKSLPPQKVADQPKVATAPPQAEKPSNNNKPLQASAARVPAEPVRDSKPL I S ITNINKENGTYTVRVQENSPYSK
NTDB id 427 DQL23 RS10480 WP 060554269.1 NRVENRRNSYQKVEDRNKSLPPQKVAQPKATPPQAKPSNNKPLQASAARVPAEPVRDSKPLISITNINKENGTYTVRVQESPYSK 255
NTDB id 197391 WH25 RS00410 WP 046164563.1 NRVENPRNSYPKVEERNKSLPPQKVADPKAAPPQAKPNNNKPLQASAARVPAEPVRDSKPLISITNINKENGTYTVRVQESPYSK 255
NTDB id 426 SGO RS10250 WP 012131057.1 NRVENPRNSYPKVEERNKSLPPQKVAQPKVAPPQAEPNNNKPLQASAARVPAEPVRDSKPLISITNINKENGTYTVRVQENPYSK 255
consensus !!!!!*!!!!*!!!*!!!!!!!!!!!*!!**!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!

logo

R
KIKSVQVP IWSTSANQSNLKWYEASQKIGNGSFSVQFDIRNHQQLIYGDNYINHVYITYEDGSRAVGYVAENVNLPQPAPQPLTPSLQVV

NTDB id 427 DQL23 RS10480 WP 060554269.1 RIKSVQVPIWSTANQSNLKWYEASQIGNGSFSVQFDIRNHQQLYGDYINHVYITYEDGSRAGYVAENVNLPQPAPQPLTPSLQVV 340
NTDB id 197391 WH25 RS00410 WP 046164563.1 KIKSVQVPIWSTSNQSNLKWYEASKIGNGSFSVQFDIRNHQQIYGNYINHVYITYEDGSRVGYVAENVNLPQPAPQPLTPSLQVV 340
NTDB id 426 SGO RS10250 WP 012131057.1 KIKSVQVPIWSTANQSNLKWYEASKIGNGSFSVQFDIRNHQQIYGNYINHVYITYEDGSRVGYVAENVNLPQPAPQPLTPSLQVV 340
consensus *!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo HKGQSTYQVI LQNSFGDGHI LFP IWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDGLYHVHVYRQSGGKVTGVMASNFQVT
NTDB id 427 DQL23 RS10480 WP 060554269.1 HKGQSTYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDGLYHVHVYRQSGGKVTGVMASNFQVT 425
NTDB id 197391 WH25 RS00410 WP 046164563.1 HKGQSTYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDGLYHVHVYRQSGGKVTGVMASNFQVT 425
NTDB id 426 SGO RS10250 WP 012131057.1 HKGQSTYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDGLYHVHVYRQSGGKVTGVMASNFQVT 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RPTVTAVRKPLNHATSTDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGFRVGASTPQVGAIACWTDGGYGHVGVVTHVDS
NTDB id 427 DQL23 RS10480 WP 060554269.1 RPTVTVRKPLNHATDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGFRVGSTPQVGAIACWTDGGYGHVGVVTHVDS 510
NTDB id 197391 WH25 RS00410 WP 046164563.1 RPTVAVRKPLNHTSDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGFRVGATPQVGAIACWTDGGYGHVGVVTHVDS 510
NTDB id 426 SGO RS10250 WP 012131057.1 RPTVAVRKPLNHTTDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGFRVGSTPQVGAIACWTDGGYGHVGVVTHVDS 510
consensus !!!!*!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!



logo HKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN
NTDB id 427 DQL23 RS10480 WP 060554269.1 HKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN 549
NTDB id 197391 WH25 RS00410 WP 046164563.1 HKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN 549
NTDB id 426 SGO RS10250 WP 012131057.1 HKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN 549
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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