
logo MYKLSRQQAQFYADFLQLLGRLLENGFSLQQAFAFLP IVFPKQRQWLNQVNQALEKGDSLAVSLAHAVDHFPATDYVGQI ELTE
NTDB id 197162 BHU02 RS06860 WP 056936423.1 MYKSRQQAQFYADFLQLLGRLLENGFSLQQAFAFLPIVFPKQRQWLNQVNQALEKGDSLAVSLAHVHFPADYVGQIELTE 80
NTDB id 618 LCA RS06475 WP 011375000.1 MYKLRQQAQFYADFLQLLGRLLENGFSLQQAFAFLPIVFPKQRQWLNQVNQALEKGDSLAVSLAHADFPTDYVGQIELTE 80
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!! !!!!!!!!!!

logo LQGNLGQCLWHLGR IQS IRQKRHRRE IRGVLAYPLFLLAFLGGL IGLLRHYLLPE IAQITPESNQTGSPLNSR I I LWGFLLV
NTDB id 197162 BHU02 RS06860 WP 056936423.1 LQGNLGQCLWHLGRIQSIRQKRHREIRGVLAYPLFLLAFLGGLIGLLRHYLLPEIAQITPESNQTGSPLNRIILWGFLLV 160
NTDB id 618 LCA RS06475 WP 011375000.1 LQGNLGQCLWHLGRIQSIRQKRRREIRGVLAYPLFLLAFLGGLIGLLRHYLLPEIAQITPESNQTGSPLSRIILWGFLLV 160
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!

logo LVLL IMGSGLFMVYRRLPVLVRLQKAFKWP I IGRDIQQYYHYCLLFDLSTCLQNGLKLTE ICALQKQLQQNTWLVTLVAQ
NTDB id 197162 BHU02 RS06860 WP 056936423.1 LVLLIMGSGLFMVYRRLPVLVRLQKAFKWPIIGRDIQQYYHYCLLFDLSTCLQNGLKLTEICALQKQLQQNTWLVTLVAQ 240
NTDB id 618 LCA RS06475 WP 011375000.1 LVLLIMGSGLFMVYRRLPVLVRLQKAFKWPIIGRDIQQYYHYCLLFDLSTCLQNGLKLTEICALQKQLQQNTWLVTLVAQ 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LEVVLASGQSLDAYLSRSAFFPQSLRLVLAKHNLTQQTTDE ITMLANLQYTELQKQLQRKVSWLQP I LF I L IGL I I I CTY
NTDB id 197162 BHU02 RS06860 WP 056936423.1 LEVVLASGQSLDAYLSRSAFFPQSLRLVLAKHNLTQQTTDEITMLANLQYTELQKQLQRKVSWLQPILFILIGLIIICTY 320
NTDB id 618 LCA RS06475 WP 011375000.1 LEVVLASGQSLDAYLSRSAFFPQSLRLVLAKHNLTQQTTDEITMLANLQYTELQKQLQRKVSWLQPILFILIGLIIICTY 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LS I LLPLYQTMEGI S
NTDB id 197162 BHU02 RS06860 WP 056936423.1 LSILLPLYQTMEGIS 335
NTDB id 618 LCA RS06475 WP 011375000.1 LSILLPLYQTMEGIS 335
consensus !!!!!!!!!!!!!!!
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