
logo

MASRG
M
F
I
L
M
V
YNQRKVMIVLVIGNRLGVTQRAKATDVPDEVMLVRFKYMTSPAGKNSADNGGKASAVGATNRHTLFIVSTI

M
LATVDSNERKQSRTW

Y
F
N
R
T
K
D
T
S
N
A
K
Q
A
N
D
S
T
G
GEQDK

Q
E
E
I
K
R
K
Q
E
T
A
E
D
W
Y
F
H
I
V
P
R
N
I
C
V
T
V
F
I
T
V
L
Y
WRGRKSTQLAESTVNAFILVTGVAELSNFYACGMTLGQRKSKGSQLAIMVAYSG

NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPS.GGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVY 79
NTDB id 583 DLJ51 RS09560 WP 002962590.1 ....MYNKVILIGRLTAAPEMVKTPS.NKSVTHITLAVNRRFKTQDG...ERQADFVNVVFWGKLAESLVSYAGKGSLVS 72
NTDB id 409 SMU RS08940 WP 002263454.1 ....MYNKVILIGRLVATPEMVKTPK.DKSVTRVTLAVNRRFKSQDG...EKQADFVNVVLWGRLAETIASYGSKGSLIS 72
NTDB id 196978 BGI42 RS14670 WP 069680986.1 .....MNKVVLIGRLTKDPELRFTPGAGAAVTTLTLAVD.KYNSKSG...QKEADFIPIVVWGKQAENTANYMSKGSQMA 71
NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSS.GAAVGTFSMAVNRQFTNANG...DREADFINCVIWRKSAENFANFTKKGSLVG 72
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPN.GAAVATFTLAVNRTFTNQSG...EREADFINCVTWRRQAENVANFLKKGSLAG 72
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSA.GAAVAHVTLAVNRSFKNASG...EIEADYVNCTLWRKTAENTALYCQKGSLVG 72
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPA...........QQGSWGQPQQPAKQH 148
NTDB id 583 DLJ51 RS09560 WP 002962590.1 LDGEIRTRHYE.KDGQTHYVTEILAQSFQLLESRAQRALREN.NGA.................................. 116
NTDB id 409 SMU RS08940 WP 002263454.1 LDGELRTRKYE.KDGVTHFVTEVLGHSFQLLESRAQRAMREN.NSE.................................. 116
NTDB id 196978 BGI42 RS14670 WP 069680986.1 ISGRIQTRNYEAKDGTKRYVTEVVATEVQFLSKSNASGNVGA......NYGNN....AEY..................SS 123
NTDB id 624 LCA RS00040 WP 011373726.1 VDGRLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQG.DGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAP 144
NTDB id 113 BSU 40900 NP 391970.1 VDGRLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG......GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRN 146
NTDB id 112 BSU 36310 NP 391512.2 VSGRIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD....................................... 113
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQQSAPQQYSQPQ..YNEPP.MDFDDDIPF 177
NTDB id 583 DLJ51 RS09560 WP 002962590.1 .................SDLTDLVLEEEELPF 131
NTDB id 409 SMU RS08940 WP 002263454.1 .................NDLADLVLEEEELPF 131
NTDB id 196978 BGI42 RS14670 WP 069680986.1 S......NNPFDDMKFEEDIT..PVDDGDMPF 147
NTDB id 624 LCA RS00040 WP 011373726.1 A......ANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 Q......GNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ................................ 113
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