
logo ML
INRVVL IVGRLTKRDPVDELRYTPQSNSGTAAVAGTFTSMLAVNRTQFTNAQANSGDEREADF INACVTIWRRKAQSAENVFANFLTGKKGASLAVAGVEDGRLQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 196632 BHS03 RS07815 WP 097002119.1 MINRVVLIGRLTRDVELRYTQSGTAVGTFSLAVNRQFTNQAGEREADFINAVIWRKAAENFANFTGKGALVAVEGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!*!!!!*!**!!!! *!*!!*!!**!!!!*!!!* !*!!!!!!!*!*!!* !!!*!!!**!!*!**!*!!!!!!

logo NYENNQQGQRVFYVTEVQVAVEDSNVFQSFLLEPSKRANTEGTGSTDEGKQSGRQRSAGDQGNAGSTGPQEGNFPYSNENSGNNQSGNGGSNQGQGQSYGFGSTAGSGQPNQSDNPSFGSGVDPFASANQNNSTGNQNRTAQRNPS
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGG..QYFGGGQNDNPFGG.......NQNNQRRN 146
NTDB id 196632 BHS03 RS07815 WP 097002119.1 NYENNQGQRVYVTEVVVDNFSLLESRAESDKRRAQNGTPEPSN......NGGGFSA.PSDNSFSGVDPFASANQNSNTQS 153
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSGFTS.PQ..............Q.TGNAP 144
consensus !!!!*!!!!!*!!!!*******!!** ** * * ** ** ** * * *!** **** * * *!***
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NTDB id 113 BSU 40900 NP 391970.1 QGNSFNDDPFANDG.KPIDISDDDLPF 172
NTDB id 196632 BHS03 RS07815 WP 097002119.1 TATNEAANPFAASGKTEIDISDDDLPF 180
NTDB id 624 LCA RS00040 WP 011373726.1 AANNTQADPFANNG.QAIDISDDDLPF 170
consensus *** ***!!!* ! !!!!!!!!!!
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