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NTDB id 196597 BHS02 RS02035 WP 174248925.1 MAQLLRNEVPEDLTWDLSTIFDSDSDWELAFAAVKQETEMLSRFVGHVGDSAELLQSALEADLKIERELEKVYVYAHQIY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKN 79
consensus * ! ***! !!!!*!!! *! !!! * !* ! * !!* !!! ! ! ! * * ! !!!*!!!!*
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D
PDDKKLAEVFYKLEMQETDPGLGKLQYADHLYFERTLLRALNKDPHTVLASAQEAQEEKLLAAG

NTDB id 196597 BHS02 RS02035 WP 174248925.1 DQDTTNQSYAAFNSRVQALWAEVSQATAYFQPEVLNIPDDKLAVYLM.TDGLKQYAHLFETLRALKPHTLAAEQEKLLAG 159
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAA 159
consensus !!!!! ! ** * !* *! ! !!! !! * **! !!! * * *!! ! ! !! ! ! !*! ! ! ! !!!*
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NTDB id 196597 BHS02 RS02035 WP 174248925.1 VGDIFNASENTFGALDNSDITFGDVHTESGETVALTNGLYSLLLESKSRDLRREAFETLYDSYIGLQNTFASTLSSHIKG 239
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKV 239
consensus !!!!!** !! !!! !! !* !* !* ! !!*! * !*!!! !!*!* !*! *! *! !*!*! !! **!
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NTDB id 196597 BHS02 RS02035 WP 174248925.1 HNFLAKVRHYNSAREAAILPHNVPTTVFDTLSQTVAANLPLLHRFVSLRKRILGVTDVHSYDLYVPLVDEVDFDVTYEKA 319
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETALTYEES 318
consensus !!* !!!!!!!!!!*!!* ** *! *!*!*! *! *!!!!!!** !!!**!!* *** !!*! !! * ** *!!!

logo

L
Q
E
K
I
K
A
V
E
L
A
E
A
VLAI

P
F
LGEQDEYLSDKGIVHKAKAFDTERWIDVHVEPNKGKRSGAYSGSGATYDTNAPF IMLLNWQDNNTLDNNLVFYTLAVHEMTGHSLVHSTYFLTR

NTDB id 196597 BHS02 RS02035 WP 174248925.1 QEIVLAALAPLGQDYLDIVKKAFDERWIDVVENKGKRSGAYSSGTYDTNPFILLNWQNNLNNVYTLAHEMGHSVHSYLTR 399
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTR 398
consensus !!* ! *! !* !! !!!!!!**!!!!!!!!!! ! !!!!*!*!!!!! ! !**!! !! !!!*!! !!
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VLNHQYLDGFKGTVFRQTQFAEFEHNAWIHEAQDSAASGQVAI LTA
NTDB id 196597 BHS02 RS02035 WP 174248925.1 HNQDYHYGDYPIFLAEIASTTNESLLTDYLLKTNSDPKFQAYVLNQYLDGFKGTVFRQTQFAEFENWIHEQSAAGVALTA 479
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTA 478
consensus * !*!*!!!!!!!!!!!!!!!!! *!!* !!! !*! *!!*!!!!!!!!!!!!!!!!!!!* !!! ! ! !!!

logo DFHMNSKTLYYASDELNEQKYYGNLPDKALEFDPDNEYE IAQFYEWETR IPHFYMYNYYVYQYATGEFAAASTTYLAEKR I IVHKGNDTEEDGAKEADYKLATYLKAGSSDY
NTDB id 196597 BHS02 RS02035 WP 174248925.1 DHMSTYYSELNQKYYGPDLFPDEEIAYEWTRIPHFYYNYYVYQYATGEAAATTLAERIIKND..GAEDYKAYLKAGSSDY 557
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDY 558
consensus !*! ! *!! !!! * * !! *!! !!!!!! !!!!!!!!!! !!!* !!!*!** ** ! ! !!!!!!!!!
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NTDB id 196597 BHS02 RS02035 WP 174248925.1 PLNVILKAGVDMSQADYLKQAFNVFKTRLNQLESLLIK..... 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !! !!!!!!** !!! !! !! !! !! !* !*****
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