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NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFEN.....KDTALKQSTSENNSLS.KLEDVQVK 74
NTDB id 613 LCA RS05340 WP 231952379.1 .MMWQDYWQRYRRF...W..WVPCLVLLGIIAGGF.YWHQSQQKQ.KVTQ...NEQLLATSASKT.........KPATKK 60
NTDB id 105 BSU 25590 NP 390437.1 .......MNWLNQH...K..KAIILAASAAVFTAIMIFLATGKNKEPVKQAV.................PTETENTVVKQ 51
NTDB id 300 STER RS07485 WP 011681496.1 ..MKEKILAYVKDN...R..LFVSVIAVLMVIFCFFLWMTCG.AGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSK 72
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...MESIIEKIKEY...K..IIVICTGLGLLVGGFFLLKPAP.HT.PVKETNLQAEVVAISKDSS.......TEKDVKKE 63
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...MEAIIEKIKEY...K..IIVICTGLGLLVGGFFLLKPAP.QT.PVKETNLQAEVVAVSKDSV.......SEKEVKKE 63
NTDB id 153 SP RS04730 WP 000387344.1 ...MEAIIEKIKEY...K..IIVICTGLGLLVGGFFLLKPAP.QT.PVKETNLQAEVAAVSKDSS.......TEKEVKKE 63
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...MEAIIEKIKEY...K..IIVICTGLGLLVGGFFLLKPAP.QT.PVKETNLQAEVAAVSKDLV.......SEKEVNKE 63
NTDB id 222 SPD RS04535 WP 000387330.1 ...MEAIIEKIKEY...K..IIVICTGLGLLVGGFFLLKPAP.QT.PVKETNLQAEVAAVSKDLV.......SEKEVNKE 63
NTDB id 188 SPR RS04295 WP 000387330.1 ...MEAIIEKIKEY...K..IIVICTGLGLLVGGFFLLKPAP.QT.PVKETNLQAEVAAVSKDLV.......SEKEVNKE 63
NTDB id 196576 BHS01 RS07280 WP 109834250.1 ................................................................................ 0
NTDB id 595 KW2 RS08725 WP 021037687.1 ...MEKILDKLKEY...W..KIMLLVVCALIAGGIFYIFTNS.PK.PAETLSVEN..LSSS..ST.......KSSVSKFN 59
consensus ** ******** * **** ************* * *** ** ** *** ***** *

logo

D
S
T
E
A
E
G
H
S
K
D
G
N
Q
S
E
A
N
S
E
A
D
S
E
P
E
T
V
K
L
K
S
V
N
E
N
K
Q
E
G
K
N
S
D
E
G
K
P
T
L
G
V
I
F
M
V
Y
T
I
VDLIVKGAVAQVKKNYHSPNGVIYEKPQTDI

M
L
R
K
S
T
P
A
Q
T
S
V
SEK
D
G
A
E
T
D
SRLVFSTVNEQDVLAI

L
V
D
E
K
L
R

Q
E
L
N
Q
KAQGGFMPTVLLSTDEADQADAEQVTSASKQRSVILNLSAAEQI

S
KLVKQTSDGQEKLMTEAI

M
V
L
I
V
F
YI
V
A
P
H
N
S
K
T
I
V
K
D
G
Q
E
D
K
N
S
V
E
N
T
V
S
A
P
T
S
A
V
D
E
V
S
L
P
E
Q
D
E
H
I
S

Q
G
I
L
Q
A
T
D
E
I
T
G

NTDB id 20 SA RS08005 WP 001802022.1 DGDNSKNKGPVYVDVKGAVKHPNVYKMTS.KDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIE 152
NTDB id 613 LCA RS05340 WP 231952379.1 THQAATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELI 140
NTDB id 105 BSU 25590 NP 390437.1 EANNDESNETIVIDIKGAVQHPGVYEMRT.GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGG 130
NTDB id 300 STER RS07485 WP 011681496.1 TEGSEKVKSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQT 151
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EKEEPVEQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTG 142
NTDB id 493 SM12261 RS04300 WP 000387351.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAG 142
NTDB id 153 SP RS04730 WP 000387344.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG 142
NTDB id 263 KZH43 RS04195 WP 000387330.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG 142
NTDB id 222 SPD RS04535 WP 000387330.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG 142
NTDB id 188 SPR RS04295 WP 000387330.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG 142
NTDB id 196576 BHS01 RS07280 WP 109834250.1 ..........................MKQ.DSRVNDLLLLAGGVTDQADTKSINLAQKLTDEMVVYVASIGEDSPVEIAG 53
NTDB id 595 KW2 RS08725 WP 021037687.1 SSSSEKNKNEIMVDLKGAVAKPNVYQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTD 138
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NTDB id 20 SA RS08005 WP 001802022.1 V..................NSVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGF 214
NTDB id 613 LCA RS05340 WP 231952379.1 QAPQQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGI 220
NTDB id 105 BSU 25590 NP 390437.1 G...............GSVQS.....DGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGI 190
NTDB id 300 STER RS07485 WP 011681496.1 G...............TGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGI 216
NTDB id 521 SMSK321 RS04960 WP 000443804.1 S...............GAP......SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGI 201
NTDB id 493 SM12261 RS04300 WP 000387351.1 P...............GTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGI 201
NTDB id 153 SP RS04730 WP 000387344.1 S...............GTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGI 201
NTDB id 263 KZH43 RS04195 WP 000387330.1 L...............GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGI 201
NTDB id 222 SPD RS04535 WP 000387330.1 L...............GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGI 201
NTDB id 188 SPR RS04295 WP 000387330.1 L...............GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGI 201
NTDB id 196576 BHS01 RS07280 WP 109834250.1 ................TKGDVGADSIETQSTDKININTADLAQLQRLSGVGMKKAQDIIDYREQNGKFNQPEDLGNVSGF 117
NTDB id 595 KW2 RS08725 WP 021037687.1 S...............PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGF 203
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NTDB id 20 SA RS08005 WP 001802022.1 GSKTFDKLKSYFTI. 228
NTDB id 613 LCA RS05340 WP 231952379.1 GPKTFEQLQSQICVN 235
NTDB id 105 BSU 25590 NP 390437.1 GEKSFEKIKSSITVK 205
NTDB id 300 STER RS07485 WP 011681496.1 GDKTLDKIRESLYVA 231
NTDB id 521 SMSK321 RS04960 WP 000443804.1 GAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 GAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 GGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 GGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 GGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 GGKTIEKLKDYVTVD 216
NTDB id 196576 BHS01 RS07280 WP 109834250.1 GEKSLEKLKGSVAVD 132
NTDB id 595 KW2 RS08725 WP 021037687.1 GDKTLEKLKDEISID 218
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X ≥ 50% conserved


