
logo

MN
M
N
K
N
T
H
K
N
S
L
S
K
H
K
N
T
P
T
F
A
F
Y
A
L
KKGTWLF IQPVLFL IKLVLVLI FLTVALVITGSVF IFLGSGVAAIVLALGSGNTSLVWFGTVSYFIDSNTHWYQI

F
L
N
S
T
G
T
Q
N
P
T
K
G
H
K
S
T
S
A
E
F
S
V
L
T
S
N
T
N
T
N
G
N
S
K
Q
S
N
K
T
N
A
T
N
A
T
S
K
T
T
V
I
D
S
V
T
T
N
Q
V
T
I
S
AYDKTVNKSTESNDNSTTEKQAI

V
D
K
S
N
N
KVSKNDTAVVSV

NTDB id 196518 BHS00 RS00395 WP 079507705.1 .MKTNKKTAA......KLITAGVIGGAVALGGNVVYDHFNTTGTSLNTSSTATKVDNTAYKVTSDTTKAISKVSDAVVSV 73
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVI...STLTFNWITGNKSFSNNGK..TTVSNVIYDTKSNTTKAVKNVKNTVVSV 75
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVA...GTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSV 76
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGAL...GSFSINQLTQKSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGAL...GSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGAL...GSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGAL...GSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGAL...GSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
consensus ************************!** ************* * ***********!*****!!*!***!***!!!!

logo INTYQSEKAASTNDNPRENSQDSNAGYS ISYVNSF IYDDSGLFGDRDSDNQGEKNKNTDKNDSKTGSDDENTAEDGKNSDELQGQRPVIYASAGSEGSGVIYRKKDNKGDDKSTYEAYVLIVTNTNHVVIDKNDGAEKSSKLVEDI LMRMLASNDGKNTKVKVPGKTELIVG
NTDB id 196518 BHS00 RS00395 WP 079507705.1 INYQKAPESGSSIDDLFGDRDNKTKKDDAKEQPAAEGSGVIYKKDGDTAYVVTNNHVVDGASSLEILLSNGNKVKGTLVG 153
NTDB id 381 SMU RS09890 WP 002262650.1 INYQKTDNSYYNYDSG....SQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVG 151
NTDB id 425 SGO RS10525 WP 012131081.1 ITYSESNSDAIF.........DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVG 147
NTDB id 539 SM12261 RS09395 WP 000681587.1 ITYSANRQNSVF.........GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVG 146
NTDB id 256 KZH43 RS10270 WP 000681597.1 ITYSANRQNSVF.........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVG 146
NTDB id 215 SPD RS10945 WP 000681597.1 ITYSANRQNSVF.........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVG 146
NTDB id 181 SPR RS10425 WP 000681597.1 ITYSANRQNSVF.........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVG 146
NTDB id 145 SP RS11450 WP 000681597.1 ITYSANRQNSVF.........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVG 146
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NTDB id 196518 BHS00 RS00395 WP 079507705.1 KDAYSDLAVIKMAAKDVSKVATFGDSTKLTVGEPAIAIGSPLGSQYANSATEGIISSLSRQVIMKNESNETVNINALQTD 233
NTDB id 381 SMU RS09890 WP 002262650.1 SDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTD 231
NTDB id 425 SGO RS10525 WP 012131081.1 TDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTD 227
NTDB id 539 SM12261 RS09395 WP 000681587.1 ADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTD 226
NTDB id 256 KZH43 RS10270 WP 000681597.1 ADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTD 226
NTDB id 215 SPD RS10945 WP 000681597.1 ADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTD 226
NTDB id 181 SPR RS10425 WP 000681597.1 ADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTD 226
NTDB id 145 SP RS11450 WP 000681597.1 ADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTD 226
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NTDB id 196518 BHS00 RS00395 WP 079507705.1 AAINPGNSGGALVNVEGQVIGINSSKISATGASSSDVSVEGMGFAIPSNDVVSIISKLEKDGEIKRPALGVQMLDLASIS 313
NTDB id 381 SMU RS09890 WP 002262650.1 AAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEAS 311
NTDB id 425 SGO RS10525 WP 012131081.1 AAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLS 305
NTDB id 539 SM12261 RS09395 WP 000681587.1 TAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNIN 302
NTDB id 256 KZH43 RS10270 WP 000681597.1 TAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVS 302
NTDB id 215 SPD RS10945 WP 000681597.1 TAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVS 302
NTDB id 181 SPR RS10425 WP 000681597.1 TAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVS 302
NTDB id 145 SP RS11450 WP 000681597.1 TAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVS 302
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NTDB id 196518 BHS00 RS00395 WP 079507705.1 SQNQAQLKLPSAVTAGVVIAKVQDGLPAAAAGLKKYDVITKIGDTKVTSGTELQTALYKYNIGDSMKITYYRDGKENTAT 393
NTDB id 381 SMU RS09890 WP 002262650.1 TSGRDTLKIPSDVTSGIVVLSTQSGMPAD.GKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVE 390
NTDB id 425 SGO RS10525 WP 012131081.1 SSSSDRLKLPDNVKNGVVVRSTQTGMPAD.GKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTT 384
NTDB id 539 SM12261 RS09395 WP 000681587.1 TSDIRRLNIPSNVTSGVVVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 256 KZH43 RS10270 WP 000681597.1 TSDIRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 215 SPD RS10945 WP 000681597.1 TSDIRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 181 SPR RS10425 WP 000681597.1 TSDIRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 145 SP RS11450 WP 000681597.1 TSDIRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
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logo IQKLDTNNKTSTSQDGKDLKNSEFHSDEDAEKKNTDK
NTDB id 196518 BHS00 RS00395 WP 079507705.1 IKLDNTSDKLKFDDAEKKNTDK 415
NTDB id 381 SMU RS09890 WP 002262650.1 IQLTKTSQDLNH.......... 402
NTDB id 425 SGO RS10525 WP 012131081.1 IKLTKSTDDLSSE......... 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 IKLDKSSGDLES.......... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 IKLNKSSGDLES.......... 393
NTDB id 215 SPD RS10945 WP 000681597.1 IKLNKSSGDLES.......... 393
NTDB id 181 SPR RS10425 WP 000681597.1 IKLNKSSGDLES.......... 393
NTDB id 145 SP RS11450 WP 000681597.1 IKLNKSSGDLES.......... 393
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