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NTDB id 105 BSU 25590 NP 390437.1 ........MNWLNQHKKAIILAASAAVFTAIM.IFLATGKNKEPVKQA..........VPT.........ETENTVVKQE 52
NTDB id 595 KW2 RS08725 WP 021037687.1 ....MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSPKPAETLS.........VENLSSSSTKSSVS.......KFNS 60
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ....MESIIEKIKEYKIIVICTG.LGLLVG..GFFLLKPAPHTPVK..ETNLQAEVVAISKDSS.......TEKDVKKEE 64
NTDB id 493 SM12261 RS04300 WP 000387351.1 ....MEAIIEKIKEYKIIVICTG.LGLLVG..GFFLLKPAPQTPVK..ETNLQAEVVAVSKDSV.......SEKEVKKEE 64
NTDB id 263 KZH43 RS04195 WP 000387330.1 ....MEAIIEKIKEYKIIVICTG.LGLLVG..GFFLLKPAPQTPVK..ETNLQAEVAAVSKDLV.......SEKEVNKEE 64
NTDB id 222 SPD RS04535 WP 000387330.1 ....MEAIIEKIKEYKIIVICTG.LGLLVG..GFFLLKPAPQTPVK..ETNLQAEVAAVSKDLV.......SEKEVNKEE 64
NTDB id 188 SPR RS04295 WP 000387330.1 ....MEAIIEKIKEYKIIVICTG.LGLLVG..GFFLLKPAPQTPVK..ETNLQAEVAAVSKDLV.......SEKEVNKEE 64
NTDB id 153 SP RS04730 WP 000387344.1 ....MEAIIEKIKEYKIIVICTG.LGLLVG..GFFLLKPAPQTPVK..ETNLQAEVAAVSKDSS.......TEKEVKKEE 64
NTDB id 195964 BFP66 RS06020 WP 079769281.1 .MDTIKTYIEMLKEYKWQIALPAVAGLLMATFLIF...SQPAKSDQ...TGLT.D...FPQTEQTSSTSDLVEE....TS 65
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYV...KDNRLFVS...VIAVLMVIFCFFLWMTCGAGNSMEAETSYT.DVTALSTSSSKQSSQSLSEASSQSKT 73
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NTDB id 105 BSU 25590 NP 390437.1 ANNDESNETIVIDIKGAVQHPGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGG 132
NTDB id 595 KW2 RS08725 WP 021037687.1 SSSEKNKNEIMVDLKGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSP 140
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KEEPVEQDLITVDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQ.HTGS 143
NTDB id 493 SM12261 RS04300 WP 000387351.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQ.QAGP 143
NTDB id 263 KZH43 RS04195 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGL 143
NTDB id 222 SPD RS04535 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGL 143
NTDB id 188 SPR RS04295 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGL 143
NTDB id 153 SP RS04730 WP 000387344.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGS 143
NTDB id 195964 BFP66 RS06020 WP 079769281.1 TEVSKEPSLLVVDVKGAVVKPGLYTLEADARVNDAVEAAGGLTSQADPKSINLAQKLSDEAVVYVASKDENISVVASTTT 145
NTDB id 300 STER RS07485 WP 011681496.1 EGSEKVKSKVTVDVKGAVVNPGVYTLKAGARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGT 153
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NTDB id 105 BSU 25590 NP 390437.1 SV.....QSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 595 KW2 RS08725 WP 021037687.1 TGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 GA.....PSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 GT.....ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 GT.....ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 GT.....ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 GT.....ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 GT.....ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 195964 BFP66 RS06020 WP 079769281.1 SSAM...SQEEKNTSLVNLNTATEADLQTISGIGAKRATDIIAYREANGGFKSVDDLNNVSGIGDKTMESIRPYVTVD 220
NTDB id 300 STER RS07485 WP 011681496.1 GQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
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