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NTDB id 195893 LCW RS03350 WP 069468028.1 ISVYLFRWHRRPLLQRLAAAFRWPFIGKTLQAYYQYCLLFDLATCLNNGLNLAEMHQLTHRLAKTSWLVQLMQQLETAVQKGGTL 249
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NTDB id 195893 LCW RS03350 WP 069468028.1 LANLADGVFYPPELQLVLAKGGPLQQMAKEVDLLAVIKYDELQRQLKQKVNWLQPLLFILIGIIIICTYLSILLPLYHTMEGIS 333
NTDB id 618 LCA RS06475 WP 011375000.1 DAYLSRSAFFPQSLRLVLAKHNLTQQTTDEITMLANLQYTELQKQLQRKVSWLQPILFILIGLIIICTYLSILLPLYQTMEGIS 335
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