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SLATEEQLHITPLVAASLLVKNRGFMDTAIDESARLSFLFHTVKDNAQDTFHYDPFELLMKDGMDKEKAAVDYR IKEQAIQSNQGQ
NTDB id 195286 ABE28 RS16170 WP 064462122.1 MLKPKTRWNLRTADENKVAILAEELHITPLVAALLVNRGMDTIDSARSFLFVKNQTFHDPFLLKDMDKAVYRIKEAIQNG 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! *! !! * *! !! ! ! !!!!!!!! !!! !! !! *!!! !!* ! !*!!! *! ! ! !!! !! *
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NTDB id 195286 ABE28 RS16170 WP 064462122.1 EKIRIFGDYDADGVTSTTVMLTTLMRMGADVDFYIPNRFTEGYGPNPMAFRLAAEQGVKVLITVDTGISAVAEADLAGEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!! !*!!!!!!!!!!!*!!!*!! ** ! !!!!!! !! !!!!!!* !!! ! ! **!!!!!!! !!*!! *! !!

logo GLMDVYI ILTDHHEPGPEVLPDKAVLRAI IVHPKLQEPDGCGSTYPFKDELAGVGVAFKLAHALLGELPDEDELLDE I
LAAIGTIADLVPLHKDGENRL I

NTDB id 195286 ABE28 RS16170 WP 064462122.1 GMDYILTDHHEPGPVLPKALAIIHPKLEDGSYPFKDLAGVGVAFKLAHALLGELPEDLLEIAAIGTIADLVPLKGENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*! !*!!!!!!!! !! !!*!!! * **!!!!*!!!!!!!!!!!!!!!!!!!**!!**!!!!!!!!!!!!* !!!!!
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NTDB id 195286 ABE28 RS16170 WP 064462122.1 AAKGIEQLRLTGRPGLVALMKVANIQQEALNEESIGFAMAPRINAVGRLGDADPAVDLLMSANLAEAIELANEINDINKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !*! !! ! !*!! !*!* !!!**!! *!!!*!!!!!* !!!!!*!!!! !! !!! !! *!!!
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NTDB id 195286 ABE28 RS16170 WP 064462122.1 RQAMVATMAEEAIKEVEENFPPASNGVLIIGREGWNAGVVGIVASKLVERFYRPTIVLSYDQEKELAKGSARSIAGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQG..LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! !! ! *!!! !! * ** * ***** !!!*!!!!!!!!!!!*!!!!! !!! ! !! *!!!!!!!! !! !!
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NTDB id 195286 ABE28 RS16170 WP 064462122.1 ESLSSCRELLPHFGGHPMAAGMTLKIEDVQELRDRMNAIAKEQLTEEDFTPITDLDGETALADVSIQTIQEMSLLAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !!!! !!**!!!!!!!!!!!!!!!! !!!**!! !*! !! !!!!!! !* **! *** !*** *! !! *! !!!*
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NTDB id 195286 ABE28 RS16170 WP 064462122.1 TNPKPRILIDSVQLSSVRKIGANQNHLKVQLEDGDNHKLDGVGFGLGHFVDEIAPHAEVSMIGELSINEWNNMKKPQIFV 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRN.ESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMI 557
consensus !!!!**!** ! !!!!!!! !*!* * ** * !!*!!! !* * ! !* *!**!!*!!!!!!! !!!!* *
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NTDB id 195286 ABE28 RS16170 WP 064462122.1 QDISVDHWQLFDYRGKGQTEKWLADIPANRK.IVIFSEDILARHPFLQNHPELVHIKNGEDADQLDCFGAHVVFMDMPPL 639
NTDB id 354 BSU 27620 NP 390640.1 KDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPS 637
consensus ! ! *!!!!! !!! ! * *! ***!! ! !! ** **!***! * ! !* !!**! *!*!!
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NTDB id 195286 ABE28 RS16170 WP 064462122.1 RDVLKRVIANKQPSRIYAHFSHDQDHFLSTMPTRDHFKWFYAFLAKKGPLDVKRYGDDLAKYRGWSRDTVDFISKVFFEL 719
NTDB id 354 BSU 27620 NP 390640.1 LDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDL 717
consensus !*! !** ! ! !!! *! ** !!!!!! ! !!!!!!*!!!! !*!* !!!**! *!!!**!!! *!* !**!!!!*!
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NTDB id 195286 ABE28 RS16170 WP 064462122.1 DFVTIENGLIMLTTNAKKRDLSESESFIRKKEQFELEQELVYSSYQQLFDWFNLYLVHEATDLEEETKQWI 790
NTDB id 354 BSU 27620 NP 390640.1 GFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT.. 786
consensus !! !!!!** * * !!!!!!**! ** ! !!*! ! !!! ! *! ! * ** ! * **
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X ≥ 50% conserved


