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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVL 79
NTDB id 195239 BG030 RS07470 WP 012271147.1 MRTGMFALALGLLCLGFLPALPSVGWLLVLAGCA.............VVSLFTRGWPLGCFLLGFCWACWSAQQALDDRL 67
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVG.............LLLLPFRWRPLAFFLFGLVWACLNAQWALDDRL 67
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NTDB id 1426 RS RS05575 WP 011001070.1 APAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQR 159
NTDB id 195239 BG030 RS07470 WP 012271147.1 ASGLDGRTLWLEGRVVGLPTRTAQGVRFELEAARS.RRAELPQRLQLSWFE....................GPTLRAGEQ 126
NTDB id 1199 PSJM300 12650 AFN78592.1 PVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGER 126
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NTDB id 1426 RS RS05575 WP 011001070.1 WQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARY 239
NTDB id 195239 BG030 RS07470 WP 012271147.1 WRLAVTLQRPAGLLNPHGPDREAYLLARRVGATGTVKAGQLLA..............PVTGGWRDALRQRLLAVEANG.R 191
NTDB id 1199 PSJM300 12650 AFN78592.1 WRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHG.R 193
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NTDB id 1426 RS RS05575 WP 011001070.1 APVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAV 319
NTDB id 195239 BG030 RS07470 WP 012271147.1 EQALVALVLGDGAGLAREDWQTLQATGTVHLLVISGQHIGLVAGLLYGLVAVL.......ARWGLW..PARLPWLPWACG 262
NTDB id 1199 PSJM300 12650 AFN78592.1 AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIW..PQRLPWLPWACG 264
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NTDB id 1426 RS RS05575 WP 011001070.1 AAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAAR 399
NTDB id 195239 BG030 RS07470 WP 012271147.1 LAMTAALGYGWLAGGGVPVQRACLMLAVVLLWRLRFRHLGAFLPLLLALVAVLLVEPLAALLPGFWLSFAAVATLIYCFS 342
NTDB id 1199 PSJM300 12650 AFN78592.1 LAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR 344
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VPVWVI SFLVALVTVLTVPLALMLGSTAFLLLWPELV
NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPE 478
NTDB id 195239 BG030 RS07470 WP 012271147.1 AR..............LGAWRPWQAWTRAQWVVAIGLLPVLLATGLPVSLTAPLANLVAVPWISLAVLPLALLGTLLLPL 408
NTDB id 1199 PSJM300 12650 AFN78592.1 GR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV 410
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NTDB id 1426 RS RS05575 WP 011001070.1 PWSQPVLIWAEASF.AWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARA 557
NTDB id 195239 BG030 RS07470 WP 012271147.1 GGVGEALLWLAGGLLDWLFR.LLALVAQQRPAWVPPALPLWAWLLVCLGALLVLLPRGVP...LRALGAVMLLAL.WVPR 483
NTDB id 1199 PSJM300 12650 AFN78592.1 PWLGEALLWLAGGLLAVLFE.LLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPD 486
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NTDB id 1426 RS RS05575 WP 011001070.1 PAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETV 637
NTDB id 195239 BG030 RS07470 WP 012271147.1 EPVPLGQVEVWQLDVGQGLAVLLRTQHHNLLYDAGPARGES.DLGERVVLPTLHKLGVASLDLMVISHAHADHAGGAGAI 562
NTDB id 1199 PSJM300 12650 AFN78592.1 SRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAI 565
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NTDB id 1426 RS RS05575 WP 011001070.1 MAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAM 717
NTDB id 195239 BG030 RS07470 WP 012271147.1 QRGLPVKRVVGGEAL..........EHFELQPCVSGEQWEWDGVRFSLWHWA......DGQSSNDRSCVLLVEAQGERLL 626
NTDB id 1199 PSJM300 12650 AFN78592.1 QRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLL 632
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NTDB id 1426 RS RS05575 WP 011001070.1 LAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERL 797
NTDB id 195239 BG030 RS07470 WP 012271147.1 LAGDMEAGAERAWLAAT..EVPGIDWLQAPHHGSRSSSTEAFIRATAPRGVLVSRGRNNSFGHPHAQVVERYRRHGAVMH 704
NTDB id 1199 PSJM300 12650 AFN78592.1 LTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELH 710
consensus !*!!*****!*!**** * * ***!**!!!!!**!!***!* !*** ******* ! *!!!!**!* !* !****

logo

R
DTDAAEVEHTGAVLRSVI

L
V

E
Q
VLGARTFHRGDEGAELRAGRMVRTARSRDMVEQRRPRYFWSRSEAKVALEIPVAALAETTEPTGAQP

NTDB id 1426 RS RS05575 WP 011001070.1 RTDATGAVVIE..TRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 195239 BG030 RS07470 WP 012271147.1 DTAVEGALRVVLGRHGEAEGV....RVQRRFWREVAIP.............. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 DTAEHGALSLQLGAFGGARRM....RDEPRFWREK................. 741
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