A TE LT TIAGRLS B ST e Moy R

EF-K\ e Shal ki A A Q LV Y 5 VTR |viEs A
NTDB id 195197 BGM23 RS12995 WP 015715898.1 MEFPK}@NNRNAACISIENNT, CI0NNA \MEV NSNS K (19N NeA AN,
NTDB id 124 BSU 16930 NP 389575.2 NINNSMKAETTAVG E LIRGQIANTNAQF SPqNLAEIGV V  [ETAVGDN|@R L |40]
NTDB id 462 GPW51 RS00385 WP 012774894.1 NNMKAE TAVGTEILTGQI NTNAQFLSEK[®AE G DVYFTAVGDNERLLSLE ASRS
NTDB id 412 SMU RS09535 WP 002262393.1 NN K EITAVGTEILTGQIVNTN QFLSEKIJQAE G DVYFQTAVGDNERLLS LIA RSpL
NTDB id 170 SP RS09755 WP 000642718.1 .
NTDB id 280 KZH43 RS08670 WP 000642700.1
NTDB id 205 SPR RS08830 WP 000642700.1
NTDB id 239 SPD RS09270 WP 000642701.1
NTDB id 538 SMSK321 RS11060 WP 000642686.1
NTDB id 510 SM12261 RS08320 WP 000642690.1
consensus [ N A R A I B B I R A ! [ sokokok ook D bokoskskokosksk L LD Pk b1 1]
THOTLAGE e oo FFAQR weRT R A e LAV b P

N ki l% R Aé =y IS TQé LV J‘\/ = EA Hf SRY

NTDB id 195197 BGM23 RS12995 WP 015715898.1
NTDB id 124 BSU 16930 NP 389575.2
NTDB id 462 GPW51 RS00385 WP 012774894.1
NTDB id 412 SMU RS09535 WP 002262393.1
NTDB id 170 SP RS09755 WP 000642718.1
NTDB id 280 KZH43 RS08670 WP 000642700.1
NTDB id 205 SPR RS08830 WP 000642700.1
NTDB id 239 SPD RS09270 WP 000642701.1 FFARPDYARTPNNERQQIVEGAIPLPNETGLAVGGLEVDGVTYVVLPGPPSE
NTDB id 538 SMSK321 RS11060 WP 000642686.1 TKQTLAKFLGKIALVFDPQAQEKLD FFARPDYARTPNNERQAQIVEGAPLPNETGLAVGG LEVDGVTYVVLPGPPSE|
NTDB id 510 SM12261 RS08320 WP 000642690.1 TKQTLAKFLGKIALVFDPQAQEKLD FFAMRPDYARTPNNERQAQ VEGAIPLPNETGLAVGG LEVDGVTYVVLPGPPSE|
consensus Pl bbb 1 ok Dokokokokskokok | x Dkokokk Pkl kokok Dokokok Dok Pokok Dok Dok Dok |k [
0 VLUK TRV CESOLTo ) DT AT EVTLRL TR G e

A \F/E EKK »{“S == | 4 b EAY E ~ -|- § Qé
NTDB id 195197 BGM23 RS12995 WP 015715898.1 |BRRUFENEAKIZLIFLKKMGENERSEVETUARMNHNEANEDNIAINE A DIRE DARED] A [@MENN MV AT VYA DEAANNARE A SHADEKINTERL
NTDB id 124 BSU 16930 NP 389575.2 L PMiyaN INAPIRLIRQQUE IMAK WMSIWVLRFFGIGESQLINWILIZD IDINQT PT APIRAINNGEVTLRL K|zl 3] [EINAAR
NTDB id 462 GPW51 RS00385 WP 012774894.1 e MMM .YSRVLRFFGIGESQLVT LAD IDMQTDPTLAPYAKUMGEVTLRLSTKA SQEEAN)R:S
NTDB id 412 SMU RS09535 WP 002262393.1 TKLYSRVLRFFGIGESLVT LDLIQTDPT APYAKTGEVT RLSTKAQEA SK
NTDB id 170 SP RS09755 WP 000642718.1 MM TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQES
NTDB id 280 KZH43 RS08670 WP 000642700.1 MRTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQEN
NTDB id 205 SPR RS08830 WP 000642700.1 MM TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQES
NTDB id 239 SPD RS09270 WP 000642701.1 MM TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQES
NTDB id 538 SMSK321 RS11060 WP 000642686.1 MNTGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQLY
NTDB id 510 SM12261 RS08320 WP 000642690.1 NTGSKLEISRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQ)

consensus Dok Dok ko |k 1% N S N N NN N N oy R o e oy I o Y R Ry I R R ey e

159
159
156
156
156
156
156
156
156
156

239
239
233
233
232
232
232
232
232
232



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

195197 BGM23 RS12995 WP 015715898.1

124
462
412
170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

195197 BGM23 RS12995 WP 015715898.1

124
462
412
170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

195197 BGM23 RS12995 WP 015715898.1

124
462
412
170
280
205
239
538
510

consensus

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

bl

—

A

Y T e KESIKT

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGYSSIFIMGGFVTYS

AESL A Pk oo BTG
v

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGYSSIFIAGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGYSSIFIAGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGESSIFJAGGFVTYS
SLRDMCYGYGEERISLASIVVEELK QGKTIPAAESLTAGLFQATVADFSGASSIF|dGGFVTYS
LDILENQIL@MHOTFEG SLRDMCYGYGEETSLASIVVEELKRQGKTIfN AESLTAGLFQABIVADFSGASSIFIMGGFVTYS

Posksksk Dsksk |osksk skkskoskosksksk sk skokokok |k | ko b1 skoskok ok ok k ok kxkkk || x Pk x| * %k k k kokkk D Dskskkkok

MMM%MMMMM&MLM&

G KKET|H USIKECIASELIYK GV QK LYNGEIN T [eN8S] FeAmNe il () |Xed: I E P HUANEERS A NGKEINIHEFHF
KKET|H KECASELAKGVQKLTGSDIGISFTGVAGPD NEGHINYGEIVEIG ' - EN[e)QAE V|
L

Q
LEEKSRMLDIPBKRLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ
LEEKSRMLDIPEKRLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ
LEEKSRMLDIPBKRLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ
LEEKSRMLDIPBKIILEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ
LEEKS MLDIPWYKINLEEWNGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPPAGTVFIGLAQ [

LEEKS MLDIPWKPLEEMNGVVSEFTAQKMAEQARMKTQSDFG SLTGVAGPDSLEGHPE\GTVFIGLAQ
%k kok ok k k ok kkk ok * %k * % %k sk ok sk ok ok | okok ok * | % * | * | * %k k% | % 3k 5k >k %k %k 5k >k % k k % k

RROR AV AR S

416
416
393
418
418
418
418
418
418
418

X non conserved
B similar
> 507 conserved

311
311
308
308
312
312
312
312
312
312

391
391
370
388
392
392
392
392
392
392



