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IVVVFHEFGHFYFFAKRSGI LVREFSAIGMGPKLIWFASHHTGKNDNGTTVYTLIRLI LPLGGYVRMAGWQGDEDETDTDE IKPT

NTDB id 195019 BGL52 RS08160 WP 087912227.1 MTTIIAFIVIFCILVVVHEFGHFYFAKRSGILVREFSIGMGPKLWASH.KNNTTYTLRLLPLGGYVRMAGWQDDEDDIKP 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !**!!*!**!!!**!!*!!!!!!*!!!!!!!!!!!!*!!!!!!**!***!**!*!!*!*!!!!!!!!!!!!**!***!!*

logo GTSMPLASL ITLNGDKADGKVVRR INALSDKRTQTVLDEQGTGAMLPVMQNVSTRAVYDLVEKDDKLVTI ETGYLPVNLGDEETETLQKSTW
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Q
EVDHDATI IVEEDGTEVLQR IAPEKD

NTDB id 195019 BGL52 RS08160 WP 087912227.1 GTMLSLILNDAGKVVRINASDKTTLEGGMPVQVSRVDLVKDLVIEGYPNGDEETLQSWQVDHDATIIEEDGTEVQIAPED 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
consensus !***!!*!***!!!*!!!*!!********!**!***!!***!*!*!***!** ****!!!!!!!*!!!!!!**!!!*!
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NTDB id 195019 BGL52 RS08160 WP 087912227.1 VQFQNAPVWRRLLVNFAGPMNNFILAILTFIIYGLIFGVQILNTNQVGTVLPDYPAAQAGLKSNARVESIDGKKIHSFTD 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
consensus !!*!!!**!*!!**!!!!!!!!!!!**!*!!!*****!***********!*****!***!!!*******!***!******

logo LSKNEQAVLSRKEHNTQKFSAKGKDSVLMSFVTVKKRQSDNGKQTEQENTIAS IVKPDQEKKSGQKGSYF ILGVMSVPPVVLEKKTSGPLAKRDAKFITFYGGFTQQMTAWDELGAVTRATIWLDAVTLKSGML
NTDB id 195019 BGL52 RS08160 WP 087912227.1 LSNQVSKH.....AGKSVMFTV.KQDGKTQNIAIKPDKKGK...IGVMVPVEKSPARAFTYGFTQTWDLAVRTWDVLKSM 310
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGL 317
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGL 317
consensus !*************!*!***!!****!****!**!!*********!!**************!!***!**!******!!**
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A IRRKPLKNPQETI EGSVYVIT
NTDB id 195019 BGL52 RS08160 WP 087912227.1 VTGGFSLNKLAGPVGIYTMTSQSAKGGLAGLLFFMGYLSLGLGISNLLPIPVLDGGKILLNLIEIIRRKPLKPETEGVVT 390
NTDB id 323 STU RS10650 WP 011225396.1 I.TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYIT 396
NTDB id 291 STER RS01205 WP 011680685.1 I.TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYIT 396
consensus * **!!!!!!*!!!****!**!****!!***!**!!*!!**!!!*!!*!!!*!!!!!!**!*!!*!!!!!!**!*!***!
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NTDB id 195019 BGL52 RS08160 WP 087912227.1 MIGLGLMVLLMLAVTINDIMRYF. 413
NTDB id 323 STU RS10650 WP 011225396.1 LAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 LAGVAVMVVLMIAVTWNDIMRAFF 420
consensus **!***!!*!!*!!!*!!!!!*!*
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