e AKK .- KKKgElsKKFDEE&fKAL@éALKB ﬁKBF KNg.lVBLDB

o
=
mo

NTDB id 194466 SHELI RS01420 WP 084449228.1 MIKKEEKN..INEGAILNMDNNIYDDPSFKAV|RKDISAST|AICESURUARCGRK . S

NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK. .. .. KTNFDDITKKYGA MRLG LW S

NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK..... PKKLEEISKKFGA IMRLG i S

NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK..... PKKLEEISKKFGA IMRLG | S

NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK..... PKKLEEISKKFGA IMRLG i S

NTDB id 159 SP RS09750 WP 001085462.1 .MAKK..... PKKLEEISKKFGA IMRLG i S

NTDB id 527 SMSK321 RS11065 WP 001085454.1 MAKK..... IMRLG | S

NTDB id 499 SM12261 RS08315 WP 078228268.1 MAKK. . ... IMRLG i S

NTDB id 408 SMU RS09530 WP 002262392.1 MAKR..... MRLG |58 S

NTDB id 453 Spy49 1753c ACI62003.1 MAKK..... MRLG |39 S

NTDB id 115 BSU 16940 NP 389576.2 ... ... . . . . . ... K. P|

NTDB id 625 LCA RS02525 WP 011374196.1 ... ... ... ...... K. S

NTDB id 1313 DR RS12030 WP 010888966.1 ....... MSKDATKEISAPTDAK S GSLELD
NTDB id 1245 Cj1673c YP 002345041.1 ... . . . . i .. GS
NTDB id 1211 C694 RS00795 WP 000963128.1  .................. S GSL
NTDB id 1214 NCTC11637 00359 SQJ03206.1 .................. S GSL
NTDB id 1334 RAOC RS04870 WP 004918236.1  .......... i§ GSL
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MAENKKSSKNNTV. .VKQVEPEQ S GSL
NTDB id 1130 NGFG RS03960 WP 003688695.1  .................... SIENRA ALY A QERNY S aerde A nyl S GSL
NTDB id 1124 NGFG RS03960 WP 003688695.1  .................... SIKALEWAALYYNT EKSIF GKGI\I M S GSL
NTDB id 1123 OK783 RS03845 WP 003688695.1  .................... RIKALEWAALINN T EKRIF GKGIYI M S GSL
NTDB id 1427 RS RS02760 WP 011000510.1 MEDG........ IM S GSL
NTDB id 1165 A1552VC RS01565 WP 000344154.1 .................... S GSLBJLD
NTDB id 1142 GTF74 RS11550 WP 000344154.1  ........... . ........ IMRLG S GSLBLD
NTDB id 1022 ACIAD RS06390 WP 004925639.1  .................... MRLG S GSLMLD
NTDB id 1074 ABD1 RS10195 WP 000344167.1  ......... .. .. ....... MRLG S GSL@LD
NTDB id 1205 PSJM300 05545 AFN77183.1 ... . . ... . S GSL LD

consensus

11k

LA NES

Y



rose T T o AFAALIR R one Lo O - ROBLE o S )
VlE ES vl?\.HA Ag ENK x| ALV Ly Ao YRYAVL

NTDB id 194466 SHELI RS01420 WP 084449228.1 [SENEEEINcIcIel Gy 157
NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT AQKGGAFIDAEALDPYALGVN SQPDGEQ 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIVY ARWAL GVN SQPD GEQ 153
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NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIYY ARWAL GVN SQPD GEQ 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ANFAQKIGGINNAF IDAEHALDPEYY ABWALGVN SQPD GEQ 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANINQKINGGINNAF IDAEHALDPIYY ARWAL GVN QPD GEQ 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIRYQRINGGEFNAF IDAEHALDPPYAMILGVN ELL SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIIQK([R]G GNA IDAEA DPIAYAWALGVN D LL SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT ANFAQKINGGINGAF IDAEHALDPY ARFNLGVN@DELL SQPDIGEQALETI 152
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINGQKIAGGUISMAF IDAEHALDNAYY AIQYIL. G VN§YD L SQPDRAGEQALEIN 139
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKNGGUAGAF IDAEHALDAIY ANSYI.GV ¥ NLL. SQPD GEQALETI|R 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMOKNGGUASAF IDAEHALDERAIY ANSYL.GV g WILL. SQPD GEQALETI|R 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHADYALG N EL SQPDIYGEQALETIFN 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDINGEQALEI[¢ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MOGAF DAEHAIRDPUIY AIRSNL G VI SQPD GEQALEI[# 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MOAF DAEHAIDPUIY AISSYL G VIY SQPD GEQALEI[¢ 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT MOGAF DAEHAIYDPEIY AIRSNL G VI SQPD GEQALEI[¢ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INGAFTDAEHALDUMRY ADIML G VIY SQPD GEQALETI[N 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 [SANEEEANcIcIel Gy SQPD GEQALEI[® 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT SQPD GEQALEI[# 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT SQPDBIGEQALETIJN 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT SQPDINGEQALE I\ 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALEIpy 139
consensus ko Pk DL DLk * ok | ! * I A [} Ploskskoskokok Dok DD DD D D |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1944
600
269
228
194
159
527
499
408
453
115
625
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

66 SHELI RS01420 WP 084449228.1
KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

AL 50, L LR Sl

VVVDSVAALVPK E
VV DSVAALVPKAEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVPKAEI
VVDSVAALVP AEI
VVVDSVAALWP AETI
VVDSVAALWPKAETI
VVVDSVAALWPKAET
VVVDSVAALIWPKAET
VVVDSVAALWPKAET

VDSVAALINPKAET
VVVDSVAALVPKAEI
VVVDSVAALVPKAEI
VVVDSVAALVPKAEI
V DSVAALVPKAEI
VVDSVAALWPKAETI
VVDSVAALWPKAET
VVDSVAALWPKAET
VVDSVAALINPKAEI

VDSVAALVPKAETI

G MSDMY GLQAR
G HGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSERGLAAR
GDMGDEHVGLQAR
GDMGDWNHVGLQAR
GDMGDWHVGLQAR
GDMGDS  GLEIAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR

MGD MEGLQAR

MGDSH GLQAR

MGDSH GLQAR

MGDSH GLQAR

MGDSH GLQAR

MGD HVGLQAR

A ETTT A

236
233
232
232
232
232
232
232
232
232
217
219
231
219
221
221
227
235
219
219
219
227
218
218
218
218
218



N s Fomivedl s AN

ORNRR .. o TR

NTDB id 194466 SHELI RS01420 WP 084449228.1 R GENITTNG ..... KVVKNKV EPF E 311
NTDB id 600 KW2 RS01765 WP 011675413.1 IMGSTKIEEGS. KVVKNKVAPPF N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 IMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
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NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF INYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 IMBAEQLKQGN. . . .. KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . . .. KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S DY 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH BIKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH BKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV....V.KDGRBEI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMRTGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 MRTGS. .. .I.KKG KV KNKVAPPF D 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I.KKG KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. I.KEG KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF D 293
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