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NTDB id 1274 LPP RS09530 WP 011214168.1 ......MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA......A 68
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ......MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA......A 68
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAAAATL....... 73
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPTKLSD....... 68
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTST......D 71
NTDB id 1204 PSJM300 03935 AFN76865.1 .MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISEGHTPSLVSS......L 73
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
NTDB id 194311 FORC55 RS02475 WP 096070334.1 MKAYKNKLQQGFTLIELMIVVAIIGILAAIAVPQYQKYVAKSEAASALASITAHRTNVEMYVVENGTFPA.......TST 73
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPA.......TTA 73
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPA.......TTA 73
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPA.......TTA 73
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NTDB id 1274 LPP RS09530 WP 011214168.1 TGYVSPAA.TPNVA.....SIAI......GANGVITITYTAAAGGGT..I.VMTPTLQA.NGDVTWTCTGGTLLAKYRPA 132
NTDB id 1258 GCO85 RS09745 WP 014844212.1 TGYVSPAA.TPNVQ.....SIAI......GANGVITITYTAAAGGGT..I.IMTPTLQA.NGDVTWTCTGGTLLAKYRPA 132
NTDB id 1292 VP RS12235 WP 005479693.1 .AQLGVD.....VAANDLGAIDS...ALAGGSPTL..TFTFD...ADSSIDGGILTFTR.DAATGWSCLP.TAPA.IAVD 136
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ...VGFTAATSSVCA....TYSIDAFTETDGAGKI..TCTLK...GNPKIATKIVELTR.STDGAWTCVS.DVPTEFLPK 134
NTDB id 1197 PSJM300 03940 AFN76866.1 EGYIGITDST.SYC.....DVDLDT....AADGHI..ECTA.KGGNAGKFDGKTITLNR.TADGEWSCAS.TLDAKYKPG 136
NTDB id 1204 PSJM300 03935 AFN76865.1 PGFIGIGAST.NYC.....TVTLIA....TATGSI..TCTT.QNGMPDRFNGKTITIAR.TTDGLWDCTS.DLDSRYKPG 138
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVA..A.DANK..LGTIALKPDPAD.GTADI..TLTFTMGGAGPKNKGKIITLTRTAADGLWKCTS.DQDEQFIPK 146
NTDB id 194311 FORC55 RS02475 WP 096070334.1 ALPIPSTTSG.N........ITYTQQASG..AGNI..IFTFAASGASPSVVNRFVTLER.NGEGVWGCKS.NIDDAYRPK 138
NTDB id 1184 GTF74 RS02335 WP 000649326.1 GTAAGFTRLG.TVEDMGDGKIVIAPTASGALGGTI..KYTFDAGV....VSSSKIQLAR.DANGLWTCST.TVTSEIAPK 144
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GTAAGFTRLG.TVEDMGDGKIVIAPTASGALGGTI..KYTFDAGV....VSSSKIQLAR.DANGLWTCST.TVTSEIAPK 144
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GTAAGFTRLG.TVEDMGDGKIVIAPTASGALGGTI..KYTFDAGV....VSSSKIQLAR.DANGLWTCST.TVTSEIAPK 144
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