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NTDB id 1361 HI 0985 AAC22646.1 ..MNDITYTLLRLMQVPKLGGVGIDKILSNITLNELLNYDD.....VAFRQM........GWGAIQIRRWFKPEAKFIEP 65
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NTDB id 407 SMU RS04605 WP 002262865.1 ..MDNFQ.....LFKLKK...AGL....TNLNILNIIDYEERTQKSLSLRDM..AVVSKNKKPLIFMEHYKNLDSKALRK 64
NTDB id 194054 BFM96 RS07755 WP 188595277.1 MEITNFF.....IYKLKK...AGL....SNQEVINVLSYVEIQAKEVSVRNM..AIVSKCRNPALFIERYKNQNDELLKE 66
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYE.....IYKLKK...SGL....TNQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDDAHLEK 66
NTDB id 267 KZH43 RS05590 WP 000705306.1 MKITNYE.....IYKLKK...SGL....TNQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDDAHLSK 66
NTDB id 226 SPD RS05990 WP 000705306.1 MKITNYE.....IYKLKK...SGL....TNQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDDAHLSK 66
NTDB id 192 SPR RS05715 WP 000705306.1 MKITNYE.....IYKLKK...SGL....TNQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDDAHLSK 66
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