
logo

MEF
M
A
L
P

G
S
T

I
N
G
R
K
T
V

K
N
Q

D
E
I

V
M
M
P
T

R
V
H
K
YCSFCNGEKNSVEQDENPEQVKPRRKI LIANGENDNDGNVAF ICENYECVEGLSAYQSE I IYRGEEELKAEFEKVELPAKDQSHNTELFSEKVDVI

P
T
KPQKELKLNAYI L

NTDB id 1475 Cj0275 YP 002343717.1 MEFLSIGVKIMPRKCSFCNEVENPQRRILANENDDAFICEYCVEGAYSIIYGEEKEFKEPKQSHNTEFKDITPKELKAYL 80
NTDB id 194050 BFM96 RS07345 WP 068992396.1 ..MPTNRKQEMMVYCSFCGKSQEEVPKIIAG..NNAFICNECVELAQEIIREELAEEVLAD.....LSVVPKPQELLNIL 71
NTDB id 379 SMU RS04375 WP 002262816.1 ..MAGNRTNDVTVHCSFCGKNQDEVKKIIAG..NGVFICNECVELSQEIIREELAEEVLAD.....LSEVPKPKELLAIL 71
consensus * *** *** * !!!!** ******!*!* * *!!!**!!!****!!**!**!***** ** ***!*!!***!

logo

N
D
H
R
SYVIGQDRAKKRVAFLSAVGAVYNHYKRLI FNSKFAHTDELNSRQDSDEDEQEDTVEDLFQKSNI LLMVIGPTGSGKTLFLAQTLAKFSLDNVP I

FA ICADATSALTEA
NTDB id 1475 Cj0275 YP 002343717.1 DRYVIGQDRAKKVFSVGVYNHYKRLFKAELQD..DDTELFKSNILLVGPTGSGKTLLAQTLAKFLDVPIAICDATSLTEA 158
NTDB id 194050 BFM96 RS07345 WP 068992396.1 NHYVIGQDRAKRALAVAVYNHYKRINFHDNRDSEEEVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEA 151
NTDB id 379 SMU RS04375 WP 002262816.1 DSYVIGQDRAKRALAVAVYNHYKRISFTESQD.DQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEA 150
consensus * !!!!!!!!!****!*!!!!!!!* * * *! *****!*!!!!!**!!!!!!!!*!!!!!!!*!*!!*!!*!!!*!!!!

logo GYVGEDVENI LTLRKL ILQAADFGYDNI
V
Q
ERAQEKRGIVI FY I

VDE IDKIARKMKGSENRVS ITRDVSGEGVQQALLKI I EGSTLVVANS IVPPRQGGRKHP
NTDB id 1475 Cj0275 YP 002343717.1 GYVGEDVENILTRLLQAADGDVQRAQKGIVFIDEIDKIARMSENRSITRDVSGEGVQQALLKIIEGSLVNIPPRGGRKHP 238
NTDB id 194050 BFM96 RS07345 WP 068992396.1 GYVGEDVENILLKLLQAADFNIERAERGIIYVDEIDKIAKKSENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHP 231
NTDB id 379 SMU RS04375 WP 002262816.1 GYVGEDVENILLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHP 230
consensus !!!!!!!!!!!**!*!!!!****!!**!!***!!!!!!!***!!*!!!!!!!!!!!!!!!!!!!!!*****!!*!!!!!!

logo

N
QQEFMIQVIDTSKNI LFVICVGGAFDGLI EDETI LVKRQKRLGDEKI

V
V
IGFFGDQDNANRKAKIADEDEQNGKSASLYLMEQKE I EIAPSDEDLIVQHKFGI

L IPEFL IGRLHPVFILASALNE
NTDB id 1475 Cj0275 YP 002343717.1 NQEFIQIDTSNILFVCGGAFDGLETILKRKLGDKVVGFFDDAK..EENKALLEKIEPDDLVHFGLIPELIGRLHVIASLN 316
NTDB id 194050 BFM96 RS07345 WP 068992396.1 QQEMIQVDTKNILFIVGGAFDGIEEIVKQRLGEKVIGFGQNNRAIAENGSYMQEIIAEDIQKFGIIPELIGRLPVFAALE 311
NTDB id 379 SMU RS04375 WP 002262816.1 QQEMIQIDTKNILFIVGGAFDGIEDIVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALE 310
consensus *!!*!!*!!*!!!!**!!!!!!*!*!*!**!!*!**!!***** **** *****!* *!***!!*!!!*!!!!*!*!*!*

logo

E
QLNTEVDEDMLVKR I LSTEPRKNAI

L
I
VKQYQAKTLFLASFIYDDGVENQLKEFEDDEQDEALQREAIAQLKAI

LEQRKTGARGLRS I I EEMTMVLDVLMFE I
L
VPESYQKENDYVDKTCIL

NTDB id 1475 Cj0275 YP 002343717.1 ELNEEDMVRILTEPKNAIIKQYQKLFAIDGVNLKFEEDALRAIAQLALERKTGARGLRSIIEEMMVDLMFELPEYKDYDI 396
NTDB id 194050 BFM96 RS07345 WP 068992396.1 QLTVEDLVRILSEPRNALVKQYQALLSFDDVQLEFDDEALREIAQKALEQKTGARGLRSIIEETMLDVMFEVPSQENVKL 391
NTDB id 379 SMU RS04375 WP 002262816.1 QLTVDDLVKILTEPKNALVKQYQTLLSYDGVELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTC 390
consensus *!***!*!*!!*!!*!!**!!!! !***!*!*!*!***!!**!!!*!*!*!!!!!!!!!!!!!*!*!*!!!*!***** *

logo VI
R ITKKEVAVKEDGKNTADSKAPLI L IEKTRAKS I S

NTDB id 1475 Cj0275 YP 002343717.1 VI.TKEVVKDNAKALLIKRKIS 417
NTDB id 194050 BFM96 RS07345 WP 068992396.1 VRITKEAVEGKSKPILETA... 410
NTDB id 379 SMU RS04375 WP 002262816.1 VRITKKAVEGTDKPILETAS.. 410
consensus !**!!**!** !**!***

X non conserved

X similar

X ≥ 50% conserved


