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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPC.LVLLGIIAGGFYWHQSQQKQKVTQNEQ....LLATSASKTKPA.........TKKTHQAAT 66
NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSPKPAE....TLSVE..NLSSSSTKSS.......VSKFNSSSSEK 65
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFVS.VIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEK 78
NTDB id 194046 BFM96 RS06445 WP 068991861.1 ..MEKIMETIKEYKIVAA.FVCLGVAIGGFFLFQTPTESSSSAQ.SLAQEVLVSSEEPKK.......ET.EEMVKAEPVE 68
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVI.CTGLGLLVGGFFLLKPAPHTPVKET.NLQAEVVAISKDSSTEK.....DV.KKEEKEEP.V 69
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVI.CTGLGLLVGGFFLLKPAPQTPVKET.NLQAEVVAVSKDSVSEK.....EV.KKEEKEEP.L 69
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVI.CTGLGLLVGGFFLLKPAPQTPVKET.NLQAEVAAVSKDSSTEK.....EV.KKEEKEEP.L 69
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVI.CTGLGLLVGGFFLLKPAPQTPVKET.NLQAEVAAVSKDLVSEK.....EV.NKEEKEEP.L 69
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVI.CTGLGLLVGGFFLLKPAPQTPVKET.NLQAEVAAVSKDLVSEK.....EV.NKEEKEEP.L 69
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVI.CTGLGLLVGGFFLLKPAPQTPVKET.NLQAEVAAVSKDLVSEK.....EV.NKEEKEEP.L 69
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VAPNKTLVKDGENSVESVAPTASVDVSELVQDEHSTQALQTDIQTGQAPQQI

NTDB id 613 LCA RS05340 WP 231952379.1 KKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQI 146
NTDB id 595 KW2 RS08725 WP 021037687.1 NKNEIMVDLKGAVAKPNVYQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTD...... 138
NTDB id 300 STER RS07485 WP 011681496.1 VKSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQT...... 151
NTDB id 194046 BFM96 RS06445 WP 068991861.1 EPTLLTVDVKGAVQHPGIYELKK.ESRVNDAIQAAGGLTAEAESKSVNLAQKLTDEAVIYVAKLGEEAPVVTTQ...... 141
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTG...... 142
NTDB id 493 SM12261 RS04300 WP 000387351.1 EQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAG...... 142
NTDB id 153 SP RS04730 WP 000387344.1 EQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...... 142
NTDB id 263 KZH43 RS04195 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...... 142
NTDB id 222 SPD RS04535 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...... 142
NTDB id 188 SPR RS04295 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...... 142
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LGAPQGKKRAEQQDVI LIADFYHRDMEEKSAHQNGDGKFQKQS IVEDDELGQKNKVGSGFIGPDAGKTFLIDE
NTDB id 613 LCA RS05340 WP 231952379.1 ATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFE 226
NTDB id 595 KW2 RS08725 WP 021037687.1 .........SPTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLE 209
NTDB id 300 STER RS07485 WP 011681496.1 .........GTGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLD 222
NTDB id 194046 BFM96 RS06445 WP 068991861.1 .........AQVGNSQATGASSDASGKVNLNTADLATLQTISGIGQKRAQDILDYRESNGKFKSVEELKNVSGIGAKTLE 212
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .........S......GAPSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIE 207
NTDB id 493 SM12261 RS04300 WP 000387351.1 .........P......GTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIE 207
NTDB id 153 SP RS04730 WP 000387344.1 .........S......GTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 263 KZH43 RS04195 WP 000387330.1 .........L......GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 222 SPD RS04535 WP 000387330.1 .........L......GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 188 SPR RS04295 WP 000387330.1 .........L......GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
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NTDB id 613 LCA RS05340 WP 231952379.1 QLQSQICVN 235
NTDB id 595 KW2 RS08725 WP 021037687.1 KLKDEISID 218
NTDB id 300 STER RS07485 WP 011681496.1 KIRESLYVA 231
NTDB id 194046 BFM96 RS06445 WP 068991861.1 KLKAYVTVD 221
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 KLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 KLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 KLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 KLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 KLKDYVTVD 216
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