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NTDB id 194036 BFM96 RS05115 WP 068991187.1 .MGKRILLIEHETNLARFLALELQKEAYQIDRCETGQKGLHLAKENTYDLLLLNYDLLDMTGEEFAESLSLIKPASVIIV 79
NTDB id 471 HSISS4 RS01430 WP 002883757.1 .MSKRILIVEDEKNLARFVSLELQHEGYDVVTADNGREGLEMALEKDFDLILLDLMLPEMDGFEVTRRLQQEKD.TYIMM 78
NTDB id 606 V4T04 RS01910 WP 003130756.1 MTSKKILIIEDEKNLARFVSLELEHEGYATEIKDNGRSGLEEATSKDYDLILLDLMLPELDGFEVARRLRKEKD.TPIIM 79
consensus **!*!!**!*!*!!!!!**!!!**!*! ** **!* !!**! ****!!*!!***!****!*!****! *!* * !**

logo METEAREDTS ILTPMQDHIRLVEANGI
L
Q
D
I
R
F
GAVDSDYLITVKPF IAVINEDEL ILDAKRVI SRAFITFRGREQREDFHI EGIADHQAHCKVNSAEQMPRKAEIKANPSTTSFYRNDLKRVI

LDKVEQTNHRLTVHVYRGKDKEAVIDPVLT
NTDB id 194036 BFM96 RS05115 WP 068991187.1 MEERETLPQHLENIQRFAVSYLVKPFIVNDLIDKISAIFRGRDFIDQHCSQMKIPTSYRNLRLDVENHLVYRGDEVIVLT 159
NTDB id 471 HSISS4 RS01430 WP 002883757.1 MTARDSIMDIVAGLDRGADDYIVKPFAIEELLARIRATFRRQDIEAA.KNAPAKASTYRDLKLDVQNRTVVRGDEAIPLT 157
NTDB id 606 V4T04 RS01910 WP 003130756.1 MTARDSTMDRVAGLDIGADDYITKPFAIEELLARVRAFFRREEHGHA.V.ERAENTSFRDLVIDKTNRTVHRGKKVIDLT 157
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NTDB id 194036 BFM96 RS05115 WP 068991187.1 RREYDLLATLMG.SKQVMTREQLLERVWKYESTAETNVVDVYIRYLRGKIDVPNQKSYIKTIRGVGYSMQD.. 229
NTDB id 471 HSISS4 RS01430 WP 002883757.1 KREFDLLNTLLSNMNQVMTREELLLQVWKYDDAIETNVVDVYIRYLRGKIDVPGKESYIQTVRGMGYVIREK. 229
NTDB id 606 V4T04 RS01910 WP 003130756.1 RREYDLLLTLMQNVGDVVTREHLVSQVWGYEEGTETNVVDVYIRYLRNKIDVEGQDSYIQTVRGLGYVMRERK 230
consensus *!!*!!! !!* ** *!*!!! !* *!!*!*** !!!!!!!!!!!!!*!!!!****!!!*!*!!*!!*****
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