
logo MNKKSKLWFLALAGVSALLGS IVGAVLAACSSSKSKSNSTSGGDSGNTTYSGYVYANSTSDPESTLDYLI LTTSSNKTAGSPTLKDTSALVVTNGVDGLLMAENADNKYGNLVP
NTDB id 194024 BFM96 RS04845 WP 068991046.1 MNKSKLFALAGVSLLSIGVLAACSSSSKSSGGDGNTYSYVYATDPESLDYLLTSKASTLDLVTNGVDGLLANDNYGNLVP 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSST...SGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVP 77
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNT...SGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 77
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNT...SGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 77
consensus !*!!!**!!!!!*!! *!*!!!!!!*!** *!*!!*!!!**!!!*!!!*******!***!!!!!!!!***!*!!!!!!

logo SLVAEDWKSVSQKDGLTYTYKLIRKGAVIKWYTTSDEGEEYADENVTAKDFVATGLKHAADGKSKSAEGASGI
LYL IVQDS IKAGLASADYVLNSGAETSNKDFASSNV

NTDB id 194024 BFM96 RS04845 WP 068991046.1 SLAEDWKVSKDGLTYTYKLRKGAKWYTTEGEEYAEVTAKDFVAGLKHAADKKSESLYLIQDSIKGLAAYVNGESKDFASV 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNV 157
NTDB id 324 STU RS16140 WP 011226306.1 SVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNV 157
NTDB id 292 STER RS06940 WP 011681419.1 SVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNV 157
consensus !*!!!!*!!*!!!!!!!!*!!!*!!!!**!!!!!*!!!!!!!*!!!!!!!*!****!!*!!!!*!!**!**!**!!!**!

logo GVKALIDEDYTVLQYTLNKKSQPEPYWNSKTTNYGS ILLSYFPVNEEDFLTKSNKGDKKDFAGQKPSTDPSTSLI LYNGPFLLKSLVTSAKSSVI EFLTVKNEHNYW
NTDB id 194024 BFM96 RS04845 WP 068991046.1 GVKALDDYTVQYTLNSPEPYWNSKTTNGILYPVNEEFLTSKGDKFAQPTDPSSLLYNGPFLLKSLVSKSSVEFVKNENYW 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYW 237
NTDB id 324 STU RS16140 WP 011226306.1 GVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYW 237
NTDB id 292 STER RS06940 WP 011681419.1 GVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYW 237
consensus !!!!*!*!!*!!!!**!!!!!!!!!!* *!*!!!!*!!**!!**!***!!!*!*!!!!!!!!!!!**!!!*!**!!!*!!

logo DKDKNVHVFDAVIKFLSYYDGQSDVQEDSALAEVRNGFTDGAYNSLVFARLVYFPSTSPSNYASKSVAEEKDKFYKEDNI FYTYTQAPGVAGSSTSAIG I
VNLIDRQSYEKFHYSTSA

NTDB id 194024 BFM96 RS04845 WP 068991046.1 DKDNVHVDAVKLSYYDGQDVDSLARNFTDGAYSVARLFPSSPNYSKVAEDFKENIYTTQPGVGSSAIGVNIDRQSYEHTS 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSA 317
NTDB id 324 STU RS16140 WP 011226306.1 DKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTA 317
NTDB id 292 STER RS06940 WP 011681419.1 DKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTA 317
consensus !!*!!!*!!*! !!!!!*!***!*!*!!!!!! *!!**!*!*!! *!****!*!!**!*!!***!!!!*!*!!!!!****

logo KTKTDAESEKSTSTKKALLNKDFRQSAINFAFIDRNTKAFYSQSQMVINGEKEDI
GAAETKLGALVRNLFVPSDFVS IAGEDKTFGDVLVQTEKI

M
A
SSYGDEWKSDG

NTDB id 194024 BFM96 RS04845 WP 068991046.1 KTTDEEKTSTKKALLNKDFRQAINFAFDRNAFSSQVNGEEIAEKAVRNLFVPSDFVSIGEKTFGDVVQEKIASYGDEWKD 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
NTDB id 324 STU RS16140 WP 011226306.1 KKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
NTDB id 292 STER RS06940 WP 011681419.1 KKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
consensus !*!!*!!*!!!!!!!!!!!!!*!!!!*!!*!**!!*!!***!****!!!!!!!!!!!*!*!!!!!*!*!!**!!!!!!**

logo VKNFLTADGS IQNDGI
LYNPAEKAKATEFEAKAKEKDTALEQADGVKQFP IHI

LDVLPVNVDEQTSSKI
N
L
F
NVARQMVAQSFLKQSTVI EQSKTSLGNSDENVVIDLVIQNLQMLSESDED

NTDB id 194024 BFM96 RS04845 WP 068991046.1 VKLADSINGIYNPEKAKAEFEKAKKALEADGVKFPIHIDVPVVETSKNFVARMQSFKQSVESTLGNENVVIDLQLMSEDE 480
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDD 477
NTDB id 324 STU RS16140 WP 011226306.1 VNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDD 477
NTDB id 292 STER RS06940 WP 011681419.1 VNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDD 477
consensus !* *!***!*!!*!!!!*!!*!!!**!*!!!!*!!!!*!*!!***!!**!!**!!*!!**!**!!**!!!!!****!*!*
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V
ATYLYNAATNAKAAEDWDMI SGNAGSVAIGWGNAPDFYSQDPSTYLDI LFKSTTNSASEQNTKATFFMGFYEDGDAPDNNASAAKAAQVGFLDKDYNDKALALDENESANAKSEVTST

NTDB id 194024 BFM96 RS04845 WP 068991046.1 ANNITYYAATAKAEDWDMSGAVGWNPDFSDPSTYLDILKSTNAEQTKTFFGFEGADNASAKAVGFDDYNKLAEEANKEVT 560
NTDB id 475 HSISS4 RS07005 WP 021143809.1 IQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETT 557
NTDB id 324 STU RS16140 WP 011226306.1 LENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETS 557
NTDB id 292 STER RS06940 WP 011681419.1 LENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETS 557
consensus **!*!**!!*!*!!!!!*!**!*!*!!**!!!!!!!!*!*!**!*!! !*!*****!!*!**!!**!!**!***!**!**

logo DVLSNAVRYEDKRYAAQAQAWLTEDSSLLVLIPTLNTAVSGTNGAAPAFVI SR I
L
V
TPFTLGPASAMLAQSVGNDKDNSSNSVDYFYIKYVKLPGQKENKVVTKKEYDEEQASREKW

NTDB id 194024 BFM96 RS04845 WP 068991046.1 DVSVRYEKYAAAQAWLTDSSLLLPTNASTGAAPFISRIVPFTLPSAASGNKD..SVYYKYVKLGKNVVTKKEYDEAREKW 638
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKW 636
NTDB id 324 STU RS16140 WP 011226306.1 DLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKW 637
NTDB id 292 STER RS06940 WP 011681419.1 DLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKW 637
consensus !***!!**!!*!!!!!*!!!!**!*****!!!!*!!!**!!!**!***!*!*** *!*!!!!****!!!!!!!***!!!!

logo LKEKAKAESNAEKAQKDLESKHVEK
NTDB id 194024 BFM96 RS04845 WP 068991046.1 LKEKAESNAKAQKDLESHVE 658
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 LKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 LKEKKESNEKAQKDLEKHVK 657
consensus !!!!**!!*!!!!!!!*!!*
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