
logo MKKSKVWLALAGVALLGSAVGALVLAACSGSGKSDSNSKTESGSTTYSGYVYANSTSDPESTLDYLIATSGNKTAGSPTHKDTSALVVATSNAGI
VDGLLMENADKYGNL IVPS

NTDB id 194023 BFM96 RS04840 WP 068991045.1 MKKSKVLALAGVALLSAGLLAACSGGSDSSKEGSTYSYVYATDPETLDYLASGKASTHDLVASAIDGLLENDKYGNLIPS 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKS..STSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPS 78
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKS..NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKS..NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
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NTDB id 194023 BFM96 RS04840 WP 068991045.1 LAEDWTVSKDGLTYTYTLRKGVNWYTSDGEEYAEVKAQDFVAGLKHAADGKSEALILVQNSVKGLDDYVTGKTKDFSEVG 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVG 158
NTDB id 324 STU RS16140 WP 011226306.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
NTDB id 292 STER RS06940 WP 011681419.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
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logo VKALIDEDYTVLQYTLNKKNQPEPYWNASKTTSYAGSTLLSFPVNEEDFLKANKGDKKDFGQKASTDPSTS I LYNGPYF IL ILKSLVTSAKSTS I EYLATVKNEHNYWD
NTDB id 194023 BFM96 RS04840 WP 068991045.1 VKALDDYTVQYTLNNPEPYWNAKTTSATLFPVNEEFLKAKGDKFGQATDPSSILYNGPYIIKSLVSKSTIEYAKNENYWD 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWD 238
NTDB id 324 STU RS16140 WP 011226306.1 VKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
NTDB id 292 STER RS06940 WP 011681419.1 VKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
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NTDB id 194023 BFM96 RS04840 WP 068991045.1 KDNVHFDNVKMTYFDGQDVDTLGRGFSDGNFIVARLFPNSSNYSTVAEKFKENIYYTQPQATTFGIGINIDRQNYNHSSK 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAK 318
NTDB id 324 STU RS16140 WP 011226306.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAK 318
NTDB id 292 STER RS06940 WP 011681419.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAK 318
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NTDB id 194023 BFM96 RS04840 WP 068991045.1 TTDEQKSSTKKAILNKDFRQALSFALDRKAFVAQVNGEEAAELSVRNLFVPSNFVQVGDKSFGDLVEEKIASYGDEWKDV 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 324 STU RS16140 WP 011226306.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 292 STER RS06940 WP 011681419.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
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NTDB id 194023 BFM96 RS04840 WP 068991045.1 KLADSKDSIYNPEKAKAEFAKAKEALQAEGVQFPIHLDVPVAETDKTGILQIQSLKQSIEKNLGSENVVIDIQQMSQDEL 480
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDI 478
NTDB id 324 STU RS16140 WP 011226306.1 NFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDL 478
NTDB id 292 STER RS06940 WP 011681419.1 NLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDL 478
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NTDB id 194023 BFM96 RS04840 WP 068991045.1 LNITYYAATAAAQDWDISTSVGWTPDYPDPSTYLDILKTTEQEYSKTYLGYEGADNAAAKQVGLQEYDKLANEAGAEVLD 560
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTD 558
NTDB id 324 STU RS16140 WP 011226306.1 ENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSD 558
NTDB id 292 STER RS06940 WP 011681419.1 ENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSD 558
consensus *!*!**!!*!!!*!!!!!**!*!*!!!*!!!!!!!!*!!!**!**! **!!****!!!!*!!!!**!!*!***!**!**!

logo

T
L
M
N
A
S
VRYEDKRYAAQAQAWLTEDSSL IV IP I

L
Q
T
G
V
A
G
P
NGGAAPAQVLI SRLKTPFSTGAYSAMLEQTVGSDKANHSSSTNDYFYIKYRVQKPNQGEGKVVTKKEYDEEQASREKWL

NTDB id 194023 BFM96 RS04840 WP 068991045.1 TMSRYEKYAAAQAWLTDSSLIIPIQGAPGGAPQLSRLKPFSGAYAETGSKAHSTDYYKYRQPNGGVVTKKEYDEAREKWL 640
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWL 637
NTDB id 324 STU RS16140 WP 011226306.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
NTDB id 292 STER RS06940 WP 011681419.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
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logo KEKAKAESNAEKYAQEKDLAEKHVK
NTDB id 194023 BFM96 RS04840 WP 068991045.1 KEKAESNAKYQEDLAKHVK 659
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 KEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 KEKKESNEKAQKDLEKHVK 657
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