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NTDB id 194022 BFM96 RS04835 WP 068991044.1 MKKSKVLALAGITLLSAGFLAACSGSNSNSAGAGKTYSYVYQTDPENLDYLTSSKAAIHDITTNVIDGLLENDRYGNFVP 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKS...STSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVP 77
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKS...NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 77
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKS...NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 77
consensus !!!!!*!!!!!**!! *!*!!!!!*** ***!*!!*!!!**!!!*!!!*!!*********!!**!!!*!*!*!!!*!!
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NTDB id 194022 BFM96 RS04835 WP 068991044.1 SMAEDWTVSKDGLTYTYKLRKGVNWYTSEGEEYAEVKAQDFVTGLKYAADKESQALYLIQDSIKGLDDYIKGKNKDFASV 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNV 157
NTDB id 324 STU RS16140 WP 011226306.1 SVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNV 157
NTDB id 292 STER RS06940 WP 011681419.1 SVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNV 157
consensus !*!!!!*!!*!!!!!!!!*!!!**!!!!*!!!!!*!*!*!!!!!!!*!!!******!!*!!!!*!!*!!**!*!!!!**!

logo GI
VKAIDEDYTVLEQYTLNKKQPESPYWNSKTTMYGS ILLSYFPVNEEDFLKSNQKGDKKDFAGSKASTDPTTSLI LYNGPF ILLKS ILTAKSAS I EFLATVKNEHNYW

NTDB id 194022 BFM96 RS04835 WP 068991044.1 GIKAIDDYTVEYTLNQPESYWNSKTTMGILYPVNEEFLKSQGDKFASATDPTTLLYNGPFILKSITAKSAIEFAKNENYW 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYW 237
NTDB id 324 STU RS16140 WP 011226306.1 GVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYW 237
NTDB id 292 STER RS06940 WP 011681419.1 GVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYW 237
consensus !*!!!!*!!**!!!**!!*!!!!!!!* *!*!!!!*!!!**!**!***!!!!**!!!!!!*!!!*!!!!*!!**!!!*!!

logo DKDKNVHI
FDNAVIKFLSYYDGSDQEDSALAEVKRNGFATDGVAYNS ILFARVYFPNTSASSNYDSAASVKEKQKFYSKEDNI FTYYATPAQPGSAASSTYS IAVIGMVINLIDRQSYDKFHYSTSA

NTDB id 194022 BFM96 RS04835 WP 068991044.1 DKDNVHIDNVKLSYYDGSDQDSLAKNFADGVYSIARVFPNSASYDAVKKQFSENITYAPQGSASYIVGMNIDRQSYDHTS 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSA 317
NTDB id 324 STU RS16140 WP 011226306.1 DKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTA 317
NTDB id 292 STER RS06940 WP 011681419.1 DKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTA 317
consensus !!*!!!*!**! !!!!!!!!**!***!*!!*! *!!!*!*!**!**!*!****!!*!***!******!*!*!!!!!****

logo KTKTDASQEKSTSTKKALLNKDFRQSALIANFAFIDRETKSAYSQASQMINGKDGAASTKLGVALVRNMLFVPPSTDFVASAGDKSTFGDI
LVETAEDKLMQSSKYGDEWKSDG

NTDB id 194022 BFM96 RS04835 WP 068991044.1 KTTDAQKTSTKKALLNKDFRQALAFAFDRESYSAQINGKDGASKVLRNMFVPPTFVAAGDKSFGDIVEADLQSKGDEWKD 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
NTDB id 324 STU RS16140 WP 011226306.1 KKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
NTDB id 292 STER RS06940 WP 011681419.1 KKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
consensus !*!! *!*!!!!!!!!!!!!!***!!*!!**!**!*!!!!!!****!!*!!!**!!*!!!!*!!!*!*****!*!!!!**
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NTDB id 194022 BFM96 RS04835 WP 068991044.1 VDLSDGQNGLYNPEKAKAEFAKAKEALQAEGVEFPIRLDAPTIKTDKARVARLQSLKQSIEESLGTDNVVIDIQQLSEED 480
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDD 477
NTDB id 324 STU RS16140 WP 011226306.1 VNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDD 477
NTDB id 292 STER RS06940 WP 011681419.1 VNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDD 477
consensus !* *! !*!!!!*!!!!*!!!!!!**!!!*!!*!!!*!!*!*****!**!!**!!!!!*!!*!!!**!!!!!**!!!**!
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ENMVATYLYNAPATNAAQAAEGDWDI SDNGISVAIGWGIAPDFYQDPSTYLNDI IFKPTSTSGSDENTKLTAFLMGFYDADGPKNDNAAAKATQVGLTKEDFYEDEALVLDNASADANSEKT

NTDB id 194022 BFM96 RS04835 WP 068991044.1 VLNMTYYAPTAAQAGWDISDIVGWIPDFQDPSTYLNIIKPSSGDNTKLFLGFDAGKDNAAAKTVGLTEFEELVNAADNEK 560
NTDB id 475 HSISS4 RS07005 WP 021143809.1 IQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPN.NAAAAQVGLKDYDALLDSAASET 556
NTDB id 324 STU RS16140 WP 011226306.1 LENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPN.NAAAAQVGLKDYDALLNSAASET 556
NTDB id 292 STER RS06940 WP 011681419.1 LENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPN.NAAAAQVGLKDYDALLNSAASET 556
consensus **!*!**!**!!***!!!!**!*!*!!*!!!!!!!*!*!**!**!!!*!*!*!*** !!!!**!!!*****!***!**!*
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SDLNAKVRYEDKRYAAQAQAWLTEDSASL IV IPSLMTVSGNGATAAPAMVLIRSKRTLVTPFSTTGAFSAMLWQSVGNDKGNASDPSSNVDVYFYIKYVEKLPQDEEKPVAVTTKAKEYQEKQASLRE

NTDB id 194022 BFM96 RS04835 WP 068991044.1 LDLNKRYEKYAAAQAWLTDSALIIPSM.SNGATAMLRKTVPFSTAFAWSGNKGADPNVVYKYVELQDEPATTAEYQKALE 639
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS..SDYFKYVKPQEKVVTKKEYEQSRE 634
NTDB id 324 STU RS16140 WP 011226306.1 SDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNS.SNDYIKYVKPQEKVVTKKEYEQSRE 635
NTDB id 292 STER RS06940 WP 011681419.1 SDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNS.SNDYIKYVKPQEKVVTKKEYEQSRE 635
consensus *!!!*!!**!!*!!!!!*!!*!*!!****!!!********!!**!****!*!** *****!!!**!****!**!!****!

logo KWQLKEKAKAESNAEKYAQEKDLAEKHVK
NTDB id 194022 BFM96 RS04835 WP 068991044.1 KWQKEKAESNAKYQEDLAKHVK 661
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 KWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 KWLKEKKESNEKAQKDLEKHVK 657
consensus !!*!!!**!!*!*!*!!*!!!!
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