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NTDB id 422 SGO RS10255 WP 012131059.1 400
NTDB id 194009 BFM96 RS04180 WP 068990716.1 Q 399
NTDB id 248 KZH43 RS00225 WP 000801613.1 VLHLNPETSDSSMVAEGTLLAQLYPSLE 397
NTDB id 207 SPD RS00240 WP 000801613.1 VLHLNPETSDSSMVAEGTLLAQLYPSLE 397
NTDB id 172 SPR RS00235 WP 000801613.1 VLHLNPETSDSSMVAEGTLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDA@NQLFLDSTITSIDATATK 397
NTDB id 132 SP RS00260 WP 000801611.1 VLHLNPETSDSSMVAEGRLLAQLYPSLE EGKAKLTAYLSSKEJVARIKVGDSVRYTTTHDA[NQLFLDSTITSIDATATK 397
NTDB id 512 SMSK321 RS10735 WP 000801634.1 VLHLNPETSDS MVAEGTLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAIWNQ FLDSTITSIDATATK 397
NTDB id 484 SM12261 RS00280 WP 000801588.1 VLHLNPETSDS MVAEGHELLAQLYPSLE EGKWYKLTAYLSSKDVARIKVGDSVRYTTTHDAIMNQLFLDSTITSIDATATK 397
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L IAV% L 5
NTDB id 422 SGO RS10255 WP 012131059.1 TINGNFFK EEEIN - QAIKKLRYG ' EG J3hYM ' TGJAK  YIFY Y | JAFIgN|Ne 452
NTDB id 194009 BFM96 RS04180 WP 068990716.1 TEKGNFFKIELT AIMILRYG EGRLIMITG[NK Y|g8]Y YESDISF LN[af] 451
NTDB id 248 KZH43 RS00225 WP 000801613.1 TEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQMITG KSYLRYYLDQFLNKE 449
NTDB id 207 SPD RS00240 WP 000801613.1 TEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQOMITG 449
NTDB id 172 SPR RS00235 WP 000801613.1 TEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQOMITG 449
NTDB id 132 SP RS00260 WP 000801611.1 TEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQOMITG 449
NTDB id 512 SMSK321 RS10735 WP 000801634.1 TEKGNFFKIEAETNLTSEQWEKLRYGVEGRLQMITG 449
NTDB id 484 SM12261 RS00280 WP 000801588.1 TEWGNFFKIEAETNLTSISQAFNKLRYGVEGRLQOMITG 449
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