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NTDB id 193649 BARD7 RS13810 WP 065982199.1 MKNFIKQFTISVIILSIVYVCYISYININGIIIGTKVIENKNKQFQVIEMSETSYGKFVGLKTGDIILRINKEKPSAKFL 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
consensus !!! !! !!! !!*!!!*!**! *!! *!!!!!!!!** ! !! * !*!!*!!! !!!!* !!!!!*!!!!!!! !*!

logo KGWDGNYLSHIKNSLDI
V
L
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NTDB id 193649 BARD7 RS13810 WP 065982199.1 KGDNLSHIKSLDVSRNGKQIHLDDFDIVNLDKSYSFFVFVLPLVFYFLSIVCIFYILKVNQTRKSFAGYILILFLLDISI 160
NTDB id 91 BSU 31690 NP 391047.2 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISI 160
consensus ! !!!! !!!* ! !! !!! !!!*! ! **!!!!*!!!!! !!!!!!*!!!!!!!!! !*!!!*!!!!! !!!!!!

logo AYI SAGGPFRGHI
S
F
INRYI

VNLFTF IASSP I FLYLQF IQQRYFLEGE I
LGKKTFALNSRL INSFI LY I FIP I

VFNLVGI IMEFFQRDKKYLPQFVDIDFI ILATNTL
NTDB id 193649 BARD7 RS13810 WP 065982199.1 AYISAGGPFRGHSFNRYVNLFTFIASPIFYLQFIQQYFEELGKKFASRLINILYIFPVFNVIMEFFRKKLPF..DIITNL 238
NTDB id 91 BSU 31690 NP 391047.2 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNR.ISFLYIIPIFNLGIEFFQDYLQVDIDFLATL 239
consensus !!!!!!!!!!!! !!!*!!!!!! !!! !!!!!! ! !*!! ! !*! !!! !*!!* *!!! !* **! * !

logo NL IVSFAFLTLVTLFSGSFSVAL IVFYLYHLFNKYKYASEHASFYI LKLVL I LTNTLSFAPFL ILFFYVLVP I
NI FLTGDNYI FPALASASLLVL IPFGLVY

NTDB id 193649 BARD7 RS13810 WP 065982199.1 NLISFFLVTLSGFVLVFYHLFKYKYSEHAYILKVLILTNTLSFAPFLLFYVVPNILTGDYIFPALASASLLVLIPFGLVY 318
NTDB id 91 BSU 31690 NP 391047.2 NLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVY 319
consensus !!*!! *!! ! ** !! !!!! !! *!!!*!!!!!!!!!!!!!*!*!*! ! !! !!!!!!!!!!!!!!!!!!!!!

logo QFVANKI
MFDI EF I LGRMRYYATLLAMVIPTLLVIVGAVLSVLVFWDGVSMNDE I

LQMNP I
VRQTVFFI F IV I

VMFAVFYFKE I
V
I
MDFKFRLKRFSE

NTDB id 193649 BARD7 RS13810 WP 065982199.1 QFVANKIFDIEFILGRMRYYTLLAVIPTLVIVGVLSVWDGSNELQMNPIRQTVFIFIIMFAVFYFKEIIDFKFRLKRFSE 398
NTDB id 91 BSU 31690 NP 391047.2 QFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDV.MDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSE 398
consensus !!!!!!*!!!!!!!!!!!!! !!!*!!!!*!!! ! **! * **!!!!*!!!!! !**!!!!!!!!!**!!!!!!!!!!!

logo KFHNYQDS I FKYTQFL IMRGS IVTSLKQQMVFKELKKNTI LDVLLVSKAYTVFEVTPSDEGHDKI
V
I
LFHLDKHKDENVEGPDWENFMYQSEKEFERKNVTSTE IGK

NTDB id 193649 BARD7 RS13810 WP 065982199.1 KHNYQDSIFKYTQFIRSITSLKQMFKELKKTILDVLLVSKAYVFEVTSEGDILFHDKKDNEPDWEMYSKEFRKVTTEIGK 478
NTDB id 91 BSU 31690 NP 391047.2 KFNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGK 478
consensus !*!!!!!!!!!!! *! *!!! !*!!!!! !!!!!!!!!!!! !!!!*** **!*!!** !!! ! !! !!*!!!!
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NTDB id 193649 BARD7 RS13810 WP 065982199.1 IIELNRGFLIKIGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVIQIEELMNHLQDLKQQGSNPVWLKK 558
NTDB id 91 BSU 31690 NP 391047.2 IIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKK 558
consensus !!!*! !!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!! !! !!!! !*!!*!!!!



logo LMFATI EEKQRSDGLARDLHDSVLQDL I SLKRQCELFLAGDFKKDDEENPCHREI EVQDKLHVQMNEQMSDVI LSMTRETCHELRPQLL
NTDB id 193649 BARD7 RS13810 WP 065982199.1 LMFTIEEKQRSDLARDLHDSVLQDLISLKRQCELFLADFKK.EEPCHIEVQDKLHQMNEQMSDVILMTRETCHELRPQLL 637
NTDB id 91 BSU 31690 NP 391047.2 LMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLL 638
consensus !!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!** !!* !!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!

logo YDLGLVKALVSKLAVAQQQERAVPFHIRLNTGRFTAASLDLDSTQLNLYR I IQEFLSNAMVKHSQANTDEVL IML I S IQNKI
V
I
VLHYED

NTDB id 193649 BARD7 RS13810 WP 065982199.1 YDLGLVKAVSKLAAQQQERAPFHIRLNTGRFTAALDLDTQLNLYRIIQEFLSNAMKHSQANEVLIMLISIQNKVILHYED 717
NTDB id 91 BSU 31690 NP 391047.2 YDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYED 718
consensus !!!!!!!!*!!! !!!!!! !!!!!!!!!!!!! !!!!*!!!!!!!!!!!!!!!*!!!!! *!!!!!!!!!!!**!!!!!

logo DGVGCFDNQEEKGNGTEGHQASMSMGLSGIKERVRALDGRLMKRIDETSEGKNGFKADI E I
MEL

NTDB id 193649 BARD7 RS13810 WP 065982199.1 DGVGCNQEEGGGQAMSMGLSGIKERVRALDGRMKIDTSEGNGFKADIEMEL 768
NTDB id 91 BSU 31690 NP 391047.2 DGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!* !! * !!!!!!!!!!!!!!!!!!**!*!!!! !!!!!!!*!!
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