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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 193504 BFG52 RS14775 WP 067557918.1 ..MRGINKVILVGTLGRDPETKTFPNGGSLTQFSIATSESWTDKNTGERKEQTEWHRIVLHNRLGEIAQQYLRKGSKVYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEG..YGQSQEAYQRPAQQ............SRQ 138
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEG..YGQSQEAYQRPAQQ............SRQ 138
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGG..........MNVPAQQGSWGQPQQPAKQ... 147
NTDB id 193504 BFG52 RS14775 WP 067557918.1 EGSLRTRQWTDQNGQERYTTEIRG....EQMQMLDSRQGGGDQAGYGDQAAYNTPRFNNNAPAQQGGYNNQPNNTGYNQA 154
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGS.................GWNQAPAQTNYNQG 137
consensus !!****!***** !**!******* **!!**!* *** *** * * * **** * *
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NTDB id 1103 NMB RS07590 WP 002212976.1 PASDAPS......H.PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PAPDAPS......H.PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .............HQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 193504 BFG52 RS14775 WP 067557918.1 PAGGGYAQPAAPAQTGYNAPK....AAPQPAAAPVDLDDDLPF 193
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GYSDNYAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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