
logo MKKTDSGF I LLMTLC ITFLMSLLVLASLQLQI FLQYKALNSQETFHQNFYQLEHWMMRLARHSPLLYAGMDCYVLQKDYGANK
NTDB id 193033 BE841 RS02955 WP 011215959.1 MKKTDSGFILLMTLCITFLMSLLVLASLQLIFLQYKALNSQETFHQNFYQLEHWMMRLARSPLLYAGMDCYVQKDYGANK 80
NTDB id 1279 LPP RS09965 WP 011214246.1 MKKTDSGFILLMTLCITFLMSLLVLASLQQIFLQYKALNSQETFHQNFYQLEHWMMRLAHSPLLYAGMDCYLQKDYGANK 80
NTDB id 1265 GCO85 RS10210 WP 061637207.1 MKKTDSGFILLMTLCITFLMSLLVLASLQQIFLQYKALNSQETFHQNFYQLEHWMMRLAHSPLLYAGMDCYLQKDYGANK 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!

logo IANELVNNKGCLL I LNQKRKYRYF I EDLNEFSCLVLNKDGQKYASHHFRFTVLQDEEHGEYSTAIMQLRF IKLGSNLSSCPEE
NTDB id 193033 BE841 RS02955 WP 011215959.1 IANELVNNKGCLLILNQKKYRYFIEDLNEFSCLVLNKDGQKYASHHFRFTVLQDEEHGESAIMQLRFIKLGSNLSSCPEE 160
NTDB id 1279 LPP RS09965 WP 011214246.1 IANELVNNKGCLLILNQRKYRYFIEDLNEFSCLVLNKDGQKYASHHFRFTVLQDEEHGESAIMQLRFIKLGSNLSSCPEE 160
NTDB id 1265 GCO85 RS10210 WP 061637207.1 IANELVNNKGCLLILNQRKYRYFIEDLNEFSCLVLNKDGQKYASHHFRFTVLQDEEHGEYTIMQLRFIKLGSNLSSCPEE 160
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!

logo E IQVKEGVSSWRYLPDYKNFE I LTG
NTDB id 193033 BE841 RS02955 WP 011215959.1 EIQVKEGVSSWRYLPDYKNFEILTG 185
NTDB id 1279 LPP RS09965 WP 011214246.1 EIQVKEGVSSWRYLPDYKNFEILTG 185
NTDB id 1265 GCO85 RS10210 WP 061637207.1 EIQVKEGVSSWRYLPDYKNFEILTG 185
consensus !!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


