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LGGYVRMAGYWGEDETTE IK
NTDB id 192686 BFC23 RS06790 WP 010053081.1 MVTTIITFLIVFSILVVVHEYGHYYFAKKSGILVREFAIGFGPKIFSY.RKNGTTYTIRILPIGGYVRMAGYGEDETEIK 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
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YDLEKDDKLHTVI ETGYLLVALGNEETDELVKRTYPEVLDHDATI IVEEDGTEVLQR IAP I
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NTDB id 192686 BFC23 RS06790 WP 010053081.1 PGMPIGLIINSEGIVTTINTSKKTQLMEAVPMEVVSIDLEKDLHVEGYLAGNEDELVRYPVLHDATIIEEDGTEVQIAPI 159
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPK 156
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPK 156
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logo DVQFYQSNASLIPWKGRMLMITNFAGPMNNF I LAGI
VLAVFTIVI ILAFMVQGGVVQSDHTSTQNLGI EQI

VASNDGSGVAAAQKVASGLVKQTGDTAI LVAVIDNGKKDKMVSTDWTD
NTDB id 192686 BFC23 RS06790 WP 010053081.1 DVQFQSASLPKRMMTNFAGPMNNFILAILAFTVIAFMQGGVVSHSTQLGEIASDSVAAKAGLVQGDTILAVDGKKMSDWT 239
NTDB id 291 STER RS01205 WP 011680685.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 323 STU RS10650 WP 011225396.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
consensus !!!*!*!!***!**!!!!!!!!!!!!**!*!***!!*!!!!***!!*!***!****!***!!**!!*!*!****!**!!*
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NTDB id 192686 BFC23 RS06790 WP 010053081.1 MLATTIQAHPAK.....EIKLDVETKAGKKETINVTPKSVKVEDKKIGQIGIGPAIDTSFGAKIAYGFTQTWFIMVQIVT 314
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQES....QGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKS....QGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
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SGFLMIGSVI FLNDFLLMAGVMLS INLGIVFNLLIP IPALDGGKLI LVLMNI I EGAIRRKPLDNPQDEKI
NTDB id 192686 BFC23 RS06790 WP 010053081.1 VLGSIFTKGFNIGMFSGPVGIYAATEQVVQIGFMGVFNFLAVLSINLGIVNLLPIPALDGGKLLLNIIEGIRRKPLDPDK 394
NTDB id 291 STER RS01205 WP 011680685.1 TLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEI 391
NTDB id 323 STU RS10650 WP 011225396.1 TLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEI 391
consensus *!*** ***!******!!!*******!****!**********!!!!!!!*!!*!!!!!!!!!***!!!!*!!!!!!****

logo EGS IY ITMLVAGFVGALVMMVLVLMI LAVTWNDIQMRYAFF
NTDB id 192686 BFC23 RS06790 WP 010053081.1 EGIITMVGFGLMMLLMILVTWNDIQRYFF 423
NTDB id 291 STER RS01205 WP 011680685.1 ESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 ESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus !**!!**!***!**!!!*!!!!!!*!*!!
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