logo

!
_4
>
—

S

DAl

NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1
NTDB id 1124 NGFG RS03960 WP 003688695.1
NTDB id 1123 0K783 RS03845 WP 003688695.1

NTDB id 159 SP RS09750 WP 001085462.1 . A IMRLG
NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 453 Spy49 1753c ACI62003.1 . . GSL
NTDB id 408 SMU RS09530 WP 002262392.1 . ... IKKTEEITKKFG GSL
consensus ! ! 1 N

GSL
GSL
GSL

nnnnnnnn RN NN NN NN nnnn kN e

NTDB id 1427 RS RS02760 WP 011000510.1 A.
NTDB id 1165 A1552VC RS01565 WP 000344154.1 N. GSLBJLD
NTDB id 1142 GTF74 RS11550 WP 000344154.1 N. GSLBJLD
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MRLG N GSLLD
NTDB id 1074 ABD1 RS10195 WP 000344167.1 MRLG N GSLWLD
NTDB id 1205 PSJM300 05545 AFN77183.1 H. GSL LD
NTDB id 1313 DR RS12030 WP 010888966.1 . E. GSLELD
NTDB id 625 LCA RS02525 WP 011374196.1 IMR G | GSL LDIALGGGHMP
NTDB id 192584 BFC19 RS00315 WP 069119597.1 IM LG | GSL
NTDB id 115 BSU 16940 NP 389576.2 IM LG | GSL
NTDB id 600 KW2 RS01765 WP 011675413.1 c. MRLG LW GSL
NTDB id 269 KZH43 RS08665 WP 001085462.1 . . IMRLG 3 GSL
NTDB id 228 SPD RS09265 WP 001085462.1 . c. IMRLG | GSL
NTDB id 194 SPR RS08825 WP 001085462.1 . . IMRLG )i GSL

R.

R.

R.

R.

R.




logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

1313 DR RS12030 WP 010888966.1

625 LCA RS02525 WP 011374196.1
192584 BFC19 RS00315 WP 069119597.1
115 BSU 16940 NP 389576.2

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

consensus

d

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPES[EGKTT
EIYGPESSGKTT
E YGPESSGKTT
E YGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
Pk DL DD DD

e R R e

L0 ATt ol RN e e LS )

AINGOKINGGUAMAF TDAEHALDNA:Y AL GV gy WLL
AINEQOKINGGNAMAF IDAEHALDYA:Y AIQUL.GV gy NLL
AEAQKVGGTAAFIDAEHAEDMHYAEKLG WL EISL,
AQAQKGNKTCAFIDAEHALDPVYARNLGVNEDELL
AR[EQKINGGYAMAF DAEHARIDPNYAIRNLGVIY ELM
ANEQOKNGGUAMAEF DAEHAIIDPNYYAIRMMLGVIY ELp§
AR[EQKINGGYAMAF DAEHAIRIDPNYAIRNLGVIY ELMN
AINUIQKIMGGINMAF TDAEHALDUMNY AIIYL G V]g E IL L,
AVWNQ INGIGXMAFIDAEHALDPNYAISYL.GVN DELL
INGIQGNEAF TDAEHALDPNYAJSSLGVN DELL
ANGQOKINGGINMAF TDAEHALDP[Y A)ASLGV  DWLL
AN[EOKNGGIRMAF IDAEHALDP[R]YAISNL.GV  DNLL
NIGEYNSAF DAEHALDPIYA[MSLGVN D LL
AQAQKAGGTCAFIDAEHALDPVYARALGVNEDELL
AIUQ KNG GWNA IDAENA DPIYAJWALGVN D LL
AIQINRIGGYWNAF IDAEHALDPIYY AIS4L.GVN DELL
AIYQPINGGEFAF IDAEHALDP\YYA[RIYL.GVN ELL
AINYQK)AGGIWNAF IDAEJALDPIAY AVONLGVN DELL
ARPNQKIAGGIWNAF IDAEHALDPI\Y ARNNLGVN DELL
ANQKINGGIWNAF TDAEHALDPENY ARWALGVN DELL
ARFNQKIAGGINNAFIDAEHALDPIYY AINNLGVN DELL
ARFNQKIAGGPWNAF IDAEHALDPI\Y ARWALGVN DELL
ANQKINGGIWNAF TDAEHALDPENY ARWALGVN DELL
ARPNQKIAGGINNAF IDAEHALDPI\Y ARWALGVN DELL
ANAQKINGGIWNAF TDAEHALDPENY ARWALGVN DELL
ARFNQKDBIGGINNAFIDAEHALDPI\Y AINNLGVN DELL
Pl skoskoskoskok |

SQPDRIGEQALEIN
SQPD GEQALEIM
SQPD GEQALEIM
SQPDYGEQALEIN
SQPDNGEQALEI[S
SQPD GEQALEI[®
SQPD GEQALEI®
SQPD GEQALEI[§
SQPD GEQALEIN
SQPD GEQALEI[8
SQPD GEQALEI[®
SQPDEIGEQALEIN
SQPDNGEQALEIN
SQPD GEQALEI
SQPDEGEQALEIY
sqQPD GEQ LEIN
SQPD GEQALEI[8
SQPD GEQALEIN
SQPDHGEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
QPD GEQ
SQPD GEQ

PN RNy

el gAY

Iy B\RSGAVD

141
143
143
150
158
142
142
142
150
141
141
141
141
141
154
142
140
140
156
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205
1313
625
1925
115
600
269
228
194
159
499
527
453
408

consensus

Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

DR RS12030 WP 010888966.1

LCA RS02525 WP 011374196.1

84 BFC19 RS00315 WP 069119597.1
BSU 16940 NP 389576.2
KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

DDV vl

VDSVAALVPKAET
VDSVAALVPKAET
VDSVAALVPKAET
DSVAALVPKAET
VDSVAALPKAET
VDSVAALWPKAET
VDSVAALWPKAET
VDSVAALWPKAET
VDSVAALVPKAET
VDSVAALEP AEI
VDSVAALVP AET
VDSVAALVPKAET
VDSVAALVPKAET
DSVAALVPKAET
VDSVAALVP AET
VDSVAALVP AET
VDSVAALVP AET
VDSVAALVP AET
VDSVAALVP AET
VDSVAALVP AET
VDSVAALVP AET
VDSVAALVP AET

50, 5 L oL

GDMGD[MHVGLQAR
GDMGD[MHVGLQAR
GDMGDHVGLQAR
GDMGDS  GLEIAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR

MGD [FGLQAR

MGDSH GLQAR

MGDSH GLQAR

MGDSH GLQAR

MGDSH GLQAR

MGD HVGLQAR
GDMGDSHEGLQAR
G MGD HVGLQAR
G MGDSHVGLQAR
GDMGDSHVGLQAR
G HGDSEVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR

AT Lkox e Lkl |

L

NN

[V

Tk |

\
S

afG

221
223
223
229
237
221
221
221
229
220
220
220
220
220
233
221
219
219
235
234
234
234
234
234
234
234
234



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205
1313

Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1

A1552VC RS01565 WP 000344154.1

GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1
DR RS12030 WP 010888966.1

625 LCA RS02525 WP 011374196.1

192584 BFC19 RS00315 WP 069119597.1
BSU 16940 NP 389576.2

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

115
600
269
228
194
159
499
527
453
408

consensus

<EQQQAQQQ<

SLSDTGKIKDKSGEV
.KDG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG

GSTKIEEGS .
WGNTQIKGTG.
GNTQIKGTG.
WGNTQIKGTG.
GNTQIKGTG.
GSTQIKGTG.
GSTQIKGTG.
GTTQIKGTG.
WGNTQIKGTG.

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK ARPF

LPE

KVVKNK A

KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF

PR NN R Y

IMYG GIS WGEL
IffYGEGIS [AGEL
IMYGEGIS RGE

IM GEGISEMGEL

NN NN = 000000000000 H0

296
298
298
309
312
296
296
296
304
295
295
295
295
295
309
296
294
294
314
313
313
313
313
313
313
313
313



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205
1313
625
1925
115
600
269
228
194
159
499
527
453
408

consensus

Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

DR RS12030 WP 010888966.1

LCA RS02525 WP 011374196.1

84 BFC19 RS00315 WP 069119597.1
BSU 16940 NP 389576.2
Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

oY

|Hr

(1l

SDVPEEDLPTTEDEQ.INILPDDSTEE. . v oo vvoe oo eenen.
GDDLPESAEVVEEAA .VDTENVEK . « v oo vee e e e e
DNNGVVQQQAEE. . ... TQEELEFEE. . o oo ovee e
LDDSEVAETEEETTA . SKTKAKAKKEEKAVETEEIELELED. . . . . .
IDGEEVSEQDTENKK.DE. .. .PKKEEA..VNEEVPLDLGDELEIEI
IDGEEVSEQDTENKK.DE. . . .PKKEEA . . VNEEVPLDLGDELEIET
IDGEEVSEQDTENKK.DE. .. .PKKEEA. .VNEEVPLDLGDELEIEI
IDGEEVSEQDTENKK.DE. .. .PKKEEA..VNEEVPLDLGDELEIEI

IDGEEIAES....KK.DE....AAQVDS..VNEEVTLDLGDELEIEI
IDGEEAAES....KK.DE....VAQVDS. .VNEEVTLDLGDELEIETI
LEESEEESAMAVASE........ E....... TDDLALDLDNGIEIED
IEEDNTEEKQSSKEK........ ETDEK. .ADKNLVLELDDTIELED

343
347
347
343
372
348
348
348
352
354
354
349
349
347
363
355
350
348
387
386
386
386
386
382
382
378
383



logo

EE
NTDB id 1245 Cj1673c YP 002345041.1 .. 343
NTDB id 1211 C694 RS00795 WP 000963128.1 .. 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 .. 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 .. 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .. 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 .. 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 .. 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 .. 348
NTDB id 1427 RS RS02760 WP 011000510.1 .. 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 .. 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 .. 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .. 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 .. 349
NTDB id 1205 PSJM300 05545 AFN77183.1 .. 347
NTDB id 1313 DR RS12030 WP 010888966.1 .. 363
NTDB id 625 LCA RS02525 WP 011374196.1 - 355
NTDB id 192584 BFC19 RS00315 WP 069119597.1 .. 350
NTDB id 115 BSU 16940 NP 389576.2 .. 348
NTDB id 600 KW2 RS01765 WP 011675413.1 .. 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 EE 388
NTDB id 228 SPD RS09265 WP 001085462.1 EE 388
NTDB id 194 SPR RS08825 WP 001085462.1 EE 388
NTDB id 159 SP RS09750 WP 001085462.1 EE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 EE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EE 384

NTDB id 453 Spy49 1753c ACI62003.1 .. 378
NTDB id 408 SMU RS09530 WP 002262392.1 .. 383
consensus

X non conserved
B similar
> 507 conserved



