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192564 BFF41 RS04625 WP 001650641.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1
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1194 PAKAF RS01995 WP 003084552.1
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1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVHIXSX C WQREVEADT)a 234
NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF HWE(RC WQREVEMDTH 236
NTDB id 192564 BFF41 RS04625 WP 001650641.1 yMB-N8cMIR Y TREGRS ARG QHC ARG A AR IVR: )30 233
NTDB id 1307 DR RS10055 WP 010888596.1 T EDPIEF HIQUKIX INQREV[SDTISFINNALR ALR [PD 240
NTDB id 1086 NMV RS00245 WP 002218487.1 T EDPIEFVHNSKKELINQRE HMETHSFISYALRSALREDPD 236
NTDB id 1116 NGFG RS10615 WP 003690200.1 T EDPIEFVHNSKKELINQRE HENETMSFINALESALREDPD 236
NTDB id 1185 GTF74 RS11940 WP 000350195.1 T EDPIEFVHRRJYKCLINQREVH J8YALRSALREDPD 236
NTDB id 1176 A1552VC RSO1160 WP 000350195.1 yMBANBRANAES N NELOIMBIANIoAR:t JIYALRSALREDPD 236
NTDB id 1283 ACE17W RS02630 WP 010947729.1 Wb BEAAA:| QR MBI IAL NNALRSALREDPD 236
NTDB id 1259 GCO85 RS10305 WP 010947729.1 T EDPIEFVHNSKKCL NQREVH WAALRSALREDPD 236
NTDB id 1194 PAKAF RS01995 WP 003084552.1 T EDPIEFVHRISKKCL NQREVH RJSALRSALREDPD ILVGEMRDETIRLALTAAETGHLVFGTLHT 236
NTDB id 1202 PSJM300 01600 AFN76400.1 T EDPIEFVHBISKKCL NQREVH JSALRSALREDPD ILVGEMRDWETIRLALTAAETGHLVFGTLHT 236
NTDB id 1020 ACIAD RS04210 WP 011182164.1 T EDPIEFVHZKKCLINQREVH IWAALRSALREDPD ILVGEMRDWETIRLALTAAETGHLVFGTLHT 236
NTDB id 1060 ABD1 RS04380 WP 000355489.1 T EDPIEFVHNSKKCLINQREVH JAALRSALREDPD ILVGEMRDMETIRLALTAAETGHLVFGTLHT 236
NTDB id 1040 HON27 RS13360 WP 000355489.1 T EDPIEFVHNSKKCLINQREVH MYALRSALREDPD ILVGEMRDMETIRLALTAAETGHLVFGTLHT 236
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 T EDPIEFVHNSKKCLINQREVH IJAALRSALREDPD ILVGEMRDWETIRLALTAAETGHLVFGTLHT 236
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 | 314
NTDB id 1203 PSJM300 01605 AFN76401.1 316
NTDB id 192564 BFF41 RS04625 WP 001650641.1 R DEFPA EK 312
NTDB id 1307 DR RS10055 WP 010888596.1 IDRI DVFPEE [ [ 320
NTDB id 1086 NMV RS00245 WP 002218487.1 DRI DVFPAMEK MVRSMLSESLIAVISQN 316
NTDB id 1116 NGFG RS10615 WP 003690200.1 DRI DVFPAMEK MVRSMLSESLWAVISQN 316
NTDB id 1185 GTF74 RS11940 WP 000350195.1 IDRIIDVFP [§ K MVRSMLSESLIJAVI QI RCGGRVAMHETIM 315
NTDB id 1176 A1552VC RS01160 WP 000350195.1 BN :RMENADIES B IAAIIARIAIIR I ARA K RYUCGCGRVAMHETM 315
NTDB id 1283 ACE17W RS02630 WP 010947729.1  NMBRESNADINAAS AL NI QSRR S GGRVAAIEIM 315
NTDB id 1259 GC085 RS10305 WP 010947729.1 BUSGGRVAAIRETIM [¢ [¢ 315
NTDB id 1194 PAKAF RS01995 WP 003084552.1 IDR DVFPAEEKMMVRSMLSESLIN vVISQW BI{CCCRVAAHEIMI PAIRNLIREMNKVAQMYSHIQTG 315
NTDB id 1202 PSJM300 01600 AFN76400.1 IDR DVFPAEEK[SMVRSMLSESLMAVISQMN RYGGGRVAAHEIMI PAIRNLIREMKVAQMYSEIQTG 315
NTDB id 1020 ACIAD RS04210 WP 011182164.1 BoCGCGRVAAHEIMI PAIRNLIREMKVAQMYSEIQTG 315
NTDB id 1060 ABD1 RS04380 WP 000355489.1 IDR IDVFPAEEK MVR MLSESLWNAVISQM BNCGGRVAAHEIMI MPAIRNLIRENKVAQMYSHIQTG 315
NTDB id 1040 HON27 RS13360 WP 000355489.1 IDR IDVFPAEEK MVR MLSESLMAVISQMN BNGGGRVAAHEIMI MPAIRNLIRENKVAQMYSIIQTG 315
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 IDR IDVFPAEEK MVR MLSESLNAVISQWN BNCGGRVAAHEIMI MPAIRNLIRENKVAQMYSIIQTG 315
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