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consensus **!*!***!*!**!***!*** ! !!* ***!* *** !** ****** * *!* !! *****!!******!

logo

K
RI
L
K
Q
S
V
TRSKNW

YQEDGNEKNQDNEQGI
K
V
Q
D
E
N
R
R
V
F
T
Y
A
T
V
Y
T
D
E I
V
I
L
Q
V

G
V
A
E
N
D
E
S
T
V
N

F
L
M
V
K
S
Q
R

L
M
F
M
L
G
D
E
G
P
S
N
K
R
P
R
S
T
N

G
R
S
T
E

E
N
T
G
E
K
S
G
A
D
Q
S
G

A
F
R
G
D
Q
S
G
A
G
D
N
P

G
Q
Y

A
E
G

E
S
G
N
Q

N
G
F
R
W
Y
E
G
N
S
E
Q

A
G
N
S
N
P
QSGNAGGQSTQNSYYFNGGGQSGNDG

Q
E
N
S
G
A
N
P
G
R
F
Y
Q
S
T
G
D
R
S
G
P
N
A
Y
Q
A
N
Q
N
T
Q
G
N
Q
S

N
R
A
N
Q
R

F
N
P
A
N
G
S
D
G
A
N

NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAP.... 144
NTDB id 192374 BBD41 RS14485 WP 077570870.1 RIQVRNYENNEGKRVYVTEVIADNVRFLESNREGGGGG.....N.REES......SFGGGSGGGNRGGN........... 132
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRN.... 146
NTDB id 112 BSU 36310 NP 391512.2 RIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.......................................... 113
NTDB id 1103 NMB RS07590 WP 002212976.1 RIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYEE.GYGQS.............QEAYQRPAQQSRQPASDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGS.GWNQAP..AQTNYN....QGGYSDNYAQNNNFNGGN 153
consensus ****! **** ! ********* * ** * * *

logo

A
P
SHPQAE

N
Q
T

F
G
R
A
S
N
P
A
N
Q
R
S

A
F
N
P
T

A
P
Q
N
A
D
R
Q

K
R
D
Q
P
A
P
F
S
V
A
D
P
Q
N
D
E
N
A
A
E
G
A
P
Q
K
A
P
M
V
I
E
D
D
N
I
F
I
SDDDI

LPF
NTDB id 624 LCA RS00040 WP 011373726.1 .....AANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 192374 BBD41 RS14485 WP 077570870.1 .....NFSRNNQDPFSDEGKPIDISDDDLPF 158
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