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NTDB id 1313 DR RS12030 WP 010888966.1 ANPAQKEAGGINSAF ITDAEHALDPYY AISALGVNYDELL 145
NTDB id 600 KW2 RS01765 WP 011675413.1 EIYGPESSGKTT AIRYQKIAGGIWNAF IDAERJJALDPAY ARSALGVN DELL 147
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT ANFAQKINGGEWAAF IDAEHALDPEIY ARWALGVN DELL 146
NTDB id 228 SPD RS09265 WP 001085462.1 EIYGPESSGKTT ANEAQKIRGGEWAAF IDAEHALDPREIY ARWALGVN DELL 146
NTDB id 194 SPR RS08825 WP 001085462.1 EIYGPESSGKTT ANAQKINGGEWAAF IDAEHALDPEIY ARWALGVN DELL 146
NTDB id 159 SP RS09750 WP 001085462.1 EIYGPESSGKTT ANEAQKIRGGEWAAF IDAEHALDPEIY ARWALGVN DELL 146
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIYGPESSGKTT ANEAQKIRGGEWAAF IDAEHALDPRIY ALRALGVN DELL 146
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIYGPESSGKTT ANPAQKINGGEWAAF IDAEHALDPREIY ARWALGVN DELL 146
NTDB id 408 SMU RS09530 WP 002262392.1 EIYGPESSGKTT ANEAQKINGGEWAAF IDAEHALDPREIY ARWALGVN DELL 146
NTDB id 453 Spy49 1753c ACI62003.1 EIYGPESSGKTT ANAQKINGGRWAAF IDAEHALDPEIY ARWALGVN DELL 146
NTDB id 115 BSU 16940 NP 389576.2 E YGPESSGKTT AIRUQNNGGNAF IDAEHALDPYYA[MMLGVN ELL 131
NTDB id 625 LCA RS02525 WP 011374196.1 EIYGPESSGKTT AIRUQK[WGGIWNA IDAERJA DPIAYAMALGVN D LL 133
NTDB id 1245 Cj1673c YP 002345041.1 EIYGPESSGKTT AJNEQKINGGIJ¥AF IDAEHALDRPUY AISYLGVNID L§fj SQPDIGEQALEIY 132
NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT AIEOKINGGUACAF IDAEHALDAIY ARGV g§ WLL SQPD GEQALEI|H 134
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT AINMQOKINGGUAMAF IDAEHALDER:IY ANSILGV gy RLL SQPD GEQALEI|M 134
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AJFNQKYGGIWNAF IDAEHARGDINEIY AINSLG N EL  SQPDEJGEQALEIM 141
NTDB id 192142 PHILAsVB114 RS02555 WP 095697836.1 EIYGPESSGKTT AAQKIAGGIYAF IDAEHAIGDEIAY ANSSL.GV - DPALL SQPD GEQALEIfY 145
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT AQKGTFYNEAF IDAEHALDPYY ALGVNIDELL SQPDJGEQALEIf 149
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT UGAF DAEHARDPWNUYAIRSLGVIY ELM GEQALEI 133
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \UAF DAEHARDPYARISLGV)Y ELM GEQALEIje 133
NTDB id 1123 OK783 RS03845 WP 003688695.1 EI GPESSGKTT UGAEF DAEHAJJDPUUYAIMNLGVIY ELM GEQALEI 133
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INAFIDAEHALDIENY ADIALGVY [§ LL GEQALEI[ 141
NTDB id 1165 A1552VC RS01565 WP 000344154.1 EI GPESSGKTT DELL GEQALEI 132
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EI GPESSGKTT DELL GEQALEI 132
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIYGPESSGKTT INMAFIDAEHALDPNYAJANLGV DNLL SQPDBIGEQALEIL 132
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT INMAFIDAEHALDPWNYAJASLGV DNLL SQPDRGEQALEIJA 132
NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALETIpN 132
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NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALEP GDMGDSIBEGLQAR MSQA G 219
NTDB id 600 KW2 RS01765 WP 011675413.1 VV DSVAALVP G MGDSBJVGLQAR MSQA K 221
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVVDSVAALVP GDIGDSHVGLQAR MSQA K 220
NTDB id 228 SPD RS09265 WP 001085462.1 VVVDSVAALVP GDIGDSHVGLQAR MSQA K 220
NTDB id 194 SPR RS08825 WP 001085462.1 VVVDSVAALVP GDIGDSHVGLQAR MSQA K 220
NTDB id 159 SP RS09750 WP 001085462.1 VVVDSVAALVP GDNIGDSHVGLQAR MSQA K 220
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP GDMGDSHVGLQAR MSQA K 220
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP GDIGDSHVGLQAR MSQA K| 220
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVP GDIGDSHVGLQAR MSQA K 220
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVP GDMGDSHVGLQAR MSQA K 220
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALVP GDMGDSHVGLQAR MSQA K 205
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP G MGD HVGLQAR MSQA K 207
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALEP GDMGD[MHVGLQAR MSQA 207
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALEP GDMGD[@HVGLQAR MSkIA 209
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALYP GDMGD[MHVGLQAR MSkIA 209
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALEP GDMGDS GLAR MSQA 215
NTDB id 192142 PHILAsVB114 RS02555 WP 095697836.1 VVVDSVAALVP G MGDSH GLQAR MSQA 219
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALP GDMGDSH GLQAR MSQA 223
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR MSQA 207
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR MSQA 207
NTDB id 1123 0K783 RS03845 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR MSQA 207
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVP jufen) GLQAR MSQA 215
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALJP MGDSH GLQAR SQA 206
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALJP MGDSH GLQAR [HSQA 206
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALJYP MGDSH GLQAR MSQA 206
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALJP MGDSH GLQAR MSQA 206
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVP MGD HVGLQAR MSQA 206
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