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NTDB id 1313 DR RS12030 WP 010888966.1 MS....KDATKEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKLDVQVVSTGSLSLDLALGVGGIPR 70
NTDB id 600 KW2 RS01765 WP 011675413.1 MA..TKKKTNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLALDIALGAGGYPK 72
NTDB id 269 KZH43 RS08665 WP 001085462.1 .M..AKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPK 71
NTDB id 228 SPD RS09265 WP 001085462.1 .M..AKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPK 71
NTDB id 194 SPR RS08825 WP 001085462.1 .M..AKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPK 71
NTDB id 159 SP RS09750 WP 001085462.1 .M..AKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPK 71
NTDB id 499 SM12261 RS08315 WP 078228268.1 .M..AKKPKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPK 71
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .M..AKKPKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPK 71
NTDB id 408 SMU RS09530 WP 002262392.1 .M..AKRIKKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPK 71
NTDB id 453 Spy49 1753c ACI62003.1 .M..AKKLKKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPK 71
NTDB id 115 BSU 16940 NP 389576.2 ..................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLALDTALGIGGYPR 56
NTDB id 625 LCA RS02525 WP 011374196.1 ................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLALDEALGVGGYPR 58
NTDB id 1245 Cj1673c YP 002345041.1 .................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVEQIDSIGTGSVGLDLALGIGGVPK 57
NTDB id 1211 C694 RS00795 WP 000963128.1 ...............MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLGLDLALGIGGVPK 59
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ...............MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLGLDLALGIGGVPK 59
NTDB id 1334 RA0C RS04870 WP 004918236.1 MA.........KTETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLGLDLALGVGGYPK 66
NTDB id 192142 PHILAsVB114 RS02555 WP 095697836.1 MA....TEKSNDKATEKAQSDRSKALDTALAQIERQFGKGSVMKMSER.QNQIVEVIPTGSIGLDIALGIGGLPR 70
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MAENKKSSKNNTVVKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQLDIESVSTGSLGLDLALGIGGLPM 74
NTDB id 1130 NGFG RS03960 WP 003688695.1 .................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPR 58
NTDB id 1124 NGFG RS03960 WP 003688695.1 .................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPR 58
NTDB id 1123 OK783 RS03845 WP 003688695.1 .................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPR 58
NTDB id 1427 RS RS02760 WP 011000510.1 MEDG........KKAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVEPVQVVSTGSLGLDVALGVGGLPR 66
NTDB id 1165 A1552VC RS01565 WP 000344154.1 .................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPM 57
NTDB id 1142 GTF74 RS11550 WP 000344154.1 .................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPM 57
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPK 57
NTDB id 1074 ABD1 RS10195 WP 000344167.1 .................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPK 57
NTDB id 1205 PSJM300 05545 AFN77183.1 .................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLGLDIALGIGGLPK 57
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NTDB id 1313 DR RS12030 WP 010888966.1 GRITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEIMELLV 145
NTDB id 600 KW2 RS01765 WP 011675413.1 GRIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIAEKLI 147
NTDB id 269 KZH43 RS08665 WP 001085462.1 GRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLI 146
NTDB id 228 SPD RS09265 WP 001085462.1 GRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLI 146
NTDB id 194 SPR RS08825 WP 001085462.1 GRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLI 146
NTDB id 159 SP RS09750 WP 001085462.1 GRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLI 146
NTDB id 499 SM12261 RS08315 WP 078228268.1 GRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLI 146
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLI 146
NTDB id 408 SMU RS09530 WP 002262392.1 GRIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLI 146
NTDB id 453 Spy49 1753c ACI62003.1 GRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIAGKLI 146
NTDB id 115 BSU 16940 NP 389576.2 GRIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIAEALV 131
NTDB id 625 LCA RS02525 WP 011374196.1 GRIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIADALV 133
NTDB id 1245 Cj1673c YP 002345041.1 GRIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEIVETIA 132
NTDB id 1211 C694 RS00795 WP 000963128.1 GRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETIT 134
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETIT 134
NTDB id 1334 RA0C RS04870 WP 004918236.1 GRIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIADSLI 141
NTDB id 192142 PHILAsVB114 RS02555 WP 095697836.1 GRIVEIYGPESSGKTTLTLHAIANAQKAGGICAFIDAEHAFDSEYAKKLGVDIDALLVSQPDTGEQALEIMDMLI 145
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GRIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEICDALV 149
NTDB id 1130 NGFG RS03960 WP 003688695.1 GRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLV 133
NTDB id 1124 NGFG RS03960 WP 003688695.1 GRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLV 133
NTDB id 1123 OK783 RS03845 WP 003688695.1 GRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLV 133
NTDB id 1427 RS RS02760 WP 011000510.1 GRVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEIADALV 141
NTDB id 1165 A1552VC RS01565 WP 000344154.1 GRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALA 132
NTDB id 1142 GTF74 RS11550 WP 000344154.1 GRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALA 132
NTDB id 1022 ACIAD RS06390 WP 004925639.1 GRIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIADMLV 132
NTDB id 1074 ABD1 RS10195 WP 000344167.1 GRIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIADMLV 132
NTDB id 1205 PSJM300 05545 AFN77183.1 GRIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEITDMLV 132
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NTDB id 1313 DR RS12030 WP 010888966.1 RSGAIDVVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM.YGNPE 219
NTDB id 600 KW2 RS01765 WP 011675413.1 TSGAVDLVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM.FGSPE 221
NTDB id 269 KZH43 RS08665 WP 001085462.1 DSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPE 220
NTDB id 228 SPD RS09265 WP 001085462.1 DSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPE 220
NTDB id 194 SPR RS08825 WP 001085462.1 DSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPE 220
NTDB id 159 SP RS09750 WP 001085462.1 DSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPE 220
NTDB id 499 SM12261 RS08315 WP 078228268.1 DSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPE 220
NTDB id 527 SMSK321 RS11065 WP 001085454.1 DSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPE 220
NTDB id 408 SMU RS09530 WP 002262392.1 DSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM.FGNPE 220
NTDB id 453 Spy49 1753c ACI62003.1 DSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM.FGNPE 220
NTDB id 115 BSU 16940 NP 389576.2 RSGAVDIVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM.FGNPE 205
NTDB id 625 LCA RS02525 WP 011374196.1 SSGAVDILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM.FGNPE 207
NTDB id 1245 Cj1673c YP 002345041.1 RSGAVDLIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAMGYGTPE 207
NTDB id 1211 C694 RS00795 WP 000963128.1 RSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPE 209
NTDB id 1214 NCTC11637 00359 SQJ03206.1 RSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPE 209
NTDB id 1334 RA0C RS04870 WP 004918236.1 RSGGVDIVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM.FGSPE 215
NTDB id 192142 PHILAsVB114 RS02555 WP 095697836.1 RSGALDLVVVDSVAALVPRAEIEGEMGDSHMGLQARLMSQALRKITGALHQSKTTAIFINQLRDKIGVF.FGSPE 219
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RSGAVDVIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM.FGNPE 223
NTDB id 1130 NGFG RS03960 WP 003688695.1 RSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPE 207
NTDB id 1124 NGFG RS03960 WP 003688695.1 RSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPE 207
NTDB id 1123 OK783 RS03845 WP 003688695.1 RSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPE 207
NTDB id 1427 RS RS02760 WP 011000510.1 RSGSVDLIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM.FGSPE 215
NTDB id 1165 A1552VC RS01565 WP 000344154.1 RSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPE 206
NTDB id 1142 GTF74 RS11550 WP 000344154.1 RSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPE 206
NTDB id 1022 ACIAD RS06390 WP 004925639.1 RSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPE 206
NTDB id 1074 ABD1 RS10195 WP 000344167.1 RSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPE 206
NTDB id 1205 PSJM300 05545 AFN77183.1 RSNAVDVIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM.FGSPE 206
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NTDB id 1313 DR RS12030 WP 010888966.1 TTTGGRALKFYASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGL 290
NTDB id 600 KW2 RS01765 WP 011675413.1 TTPGGRALKFYASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNI 295
NTDB id 269 KZH43 RS08665 WP 001085462.1 TTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKI 294
NTDB id 228 SPD RS09265 WP 001085462.1 TTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKI 294
NTDB id 194 SPR RS08825 WP 001085462.1 TTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKI 294
NTDB id 159 SP RS09750 WP 001085462.1 TTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKI 294
NTDB id 499 SM12261 RS08315 WP 078228268.1 TTPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKI 294
NTDB id 527 SMSK321 RS11065 WP 001085454.1 TTPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKI 294
NTDB id 408 SMU RS09530 WP 002262392.1 TTPGGRALKFYSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKI 294
NTDB id 453 Spy49 1753c ACI62003.1 TTPGGRALKFYASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKI 294
NTDB id 115 BSU 16940 NP 389576.2 TTPGGRALKFYSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDL 275
NTDB id 625 LCA RS02525 WP 011374196.1 VTPGGRALKFYSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDM 277
NTDB id 1245 Cj1673c YP 002345041.1 TTTGGNALKFYASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDY 277
NTDB id 1211 C694 RS00795 WP 000963128.1 TTTGGNALKFYASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDY 279
NTDB id 1214 NCTC11637 00359 SQJ03206.1 TTTGGNALKFYASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDY 279
NTDB id 1334 RA0C RS04870 WP 004918236.1 TTTGGNALKFYASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDV 290
NTDB id 192142 PHILAsVB114 RS02555 WP 095697836.1 TTTGGKALKFYASVRLDIRRIET....L.KDGQDAVGNRTRVKVVKNKMAPPFKQAEFDIIYGTGISREGSLIDL 289
NTDB id 1389 A4U84 RS07560 WP 021112712.1 TTTGGNALKFYASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLIL 293
NTDB id 1130 NGFG RS03960 WP 003688695.1 TTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDI 277
NTDB id 1124 NGFG RS03960 WP 003688695.1 TTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDI 277
NTDB id 1123 OK783 RS03845 WP 003688695.1 TTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDI 277
NTDB id 1427 RS RS02760 WP 011000510.1 TTTGGNALKFYASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDL 285
NTDB id 1165 A1552VC RS01565 WP 000344154.1 TTTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDL 276
NTDB id 1142 GTF74 RS11550 WP 000344154.1 TTTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDL 276
NTDB id 1022 ACIAD RS06390 WP 004925639.1 TTTGGNALKFYASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDL 276
NTDB id 1074 ABD1 RS10195 WP 000344167.1 TTTGGNALKFYASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDL 276
NTDB id 1205 PSJM300 05545 AFN77183.1 TTTGGNALKFYASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDL 276
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NTDB id 1313 DR RS12030 WP 010888966.1 AADMDIIKKAGSFYSYGDERIGQGKEKTIAYIAERPEMEQEIRDRVMAAIRAGNAGEAPALAPAPAAPEAAEA.. 363
NTDB id 600 KW2 RS01765 WP 011675413.1 AVEEGIIKKSGAWFAYNDEKIGQGAEKAKNYLKEHQDVFDEIDHKVRAAHGLLDDSEVAETEEETT.ASKTKAKA 369
NTDB id 269 KZH43 RS08665 WP 001085462.1 ASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENK.KDE....P 364
NTDB id 228 SPD RS09265 WP 001085462.1 ASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENK.KDE....P 364
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