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NTDB id 600 KWw2 RS01765 WP 011675413.1 MATKKK...TNFDDITKKYGA IANEGE A . ANQKMS
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKKP. . .KKLEEISKKFGA INVIANERR . AEQK
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NTDB id 228 SPD RS09265 WP 001085462.1 .MAKKP. . .KKLEEISKKFGA INIIANERR . AEQK
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKKP. . .KKLEEISKKFGA INIIANERR . AEQK
NTDB id 159 SP RS09750 WP 001085462.1 .MAKKP. . .KKLEEISKKFGA INUIANEER . AEQK
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKKP. . .KKLDEISKKFGA INIIANERR . AEQK

NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKKP. . .KKLDEISKKFGA INVIANERR . AEQK
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NTDB id 408 SMU RS09530 WP 002262392.1 .MAKRI...KKTEEITKKFGD IAHEGER . AEQK S
NTDB id 453 Spy49 1753c ACI62003.1 .MAKKL. . .KKNEEITKKFGD WIAREGER . AEQK S
NTDB id 115 BSU 16940 NP 389576.2 ... . ... . ., IBVEONERK . TDTR) P) LDgy
NTDB id 625 LCA RS02525 WP 011374196.1 ... ... ... ... ..., INVIMERK . VDTQ S E
NTDB id 1313 DR RS12030 WP 010888966.1 .MSK..DA..TKEISAPTDAK . SKLD S
NTDB id 1245 Cj1673c YP 002345041.1 ... . ... o ., .EVEQ
NTDB id 1211 C694 RS00795 WP 000963128.1 ................ MAIDE .QVEK S
NTDB id 1214 NCTC11637 00359 SQJ03206.1 .......... . ..... MAIDE .QVEK S
NTDB id 1334 RAOC RS04870 WP 004918236.1 MAK. oL
NTDB id 192135 A1sIIB142 RS04040 WP 095693778.1 .MAA...... EKSKPEDNKSS IE WFGKG M R.QAQV
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNTVVKQVEPEQ IEKNFGKG IM LG[NNSSHRIND] S
NTDB id 1130 NGFG RS03960 WP 003688695.1 .................. TEKNJFGKGE\IM S
NTDB id 1124 NGFG RS03960 WP 003688695.1 .................. TEKSJFGKGEIM S
NTDB id 1123 OK783 RS03845 WP 003688695.1  .................. IEKNFGKGEIM S
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG........ KKAASMSA IEKNFGKG IM G S
NTDB id 1165 A1552VC RS01565 WP 000344154.1 . ... . ... ... ..., IEKWNFGKG IMRLG S
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ......... . .. ...... IEKWNFGKG IMRLG S
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .................. IEKNFGKIN MRLG S
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ... ... ... ... ... IEKWNFGKN MRLG S
S

NTDB id 1205 PSJM300 05545 AFN77183.1 ... .. ... . ..
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NTDB id 600 KW2 RS01765 WP 011675413.1 156
NTDB id 269 KZH43 RS08665 WP 001085462.1 AREAQKIRGGEIWNAF IDAEHALDPEY ALWAL GVN SQPD 155
NTDB id 228 SPD RS09265 WP 001085462.1 A[NENQKIHGGINNAF IDAEHALDPEYY ALWALGVN SQPD 155
NTDB id 194 SPR RS08825 WP 001085462.1 AREAQKIRGGEIWNAF IDAEHALDPEY ALWAL GVN SQPD 155
NTDB id 159 SP RS09750 WP 001085462.1 ANENQKINGGINNAF IDAEHALDPEYY ALWALGVN SQPD 155
NTDB id 499 SM12261 RS08315 WP 078228268.1 AREAQKIRGGEWNAF IDAEHALDPEY ALWAL GVN SQPD 155
NTDB id 527 SMSK321 RS11065 WP 001085454.1 AREAQKINGGEWNAF IDAEHALDPEY ALWAL GVN SQPD 155
NTDB id 408 SMU RS09530 WP 002262392.1 A[NEYQKDIGGINNAF IDAEHALDPEYY ALVALGVN SQPD 155
NTDB id 453 Spy49 1753c ACI62003.1 AREAQKIRGGEIWNAF IDAEHALDPEY ALWAL GVN QPD 155
NTDB id 115 BSU 16940 NP 389576.2 AIQ[RINGGNINAF IDAEHALDPYYYAMMLGVN ELL SQPD 140
NTDB id 625 LCA RS02525 WP 011374196.1 AJAYQKNGGIWAA IDAERJA DPJSYAWALGVN D LL SQPD 142
NTDB id 1313 DR RS12030 WP 010888966.1 ARENQKEAGGINMAF IDAEHALDPRYY ARSALGVNQSDELL SQPDNGEQALE I 154
NTDB id 1245 Cj1673c YP 002345041.1 AIRYOKENGGUASAF IDAEHALDERNY AlQYL GV N¥D Ll SQPDIJGEQALEIYY 141
NTDB id 1211 C694 RS00795 WP 000963128.1 AIRYOKINGGLASAF IDAEHALDYRIY AISAL.GV N SQPD GEQALEI|® 143
NTDB id 1214 NCTC11637 00359 SQJ03206.1 AINEQKINGGUMAFE IDAEHALDYR:IY AISAL.GV L SQPD GEQALEII® 143
NTDB id 1334 RAOC RS04870 WP 004918236.1 AIFAQKNUGGEWAAF IDAEHAJRDINEIY AJNMLG N SQPDYGEQALEINY 150
NTDB id 192135 A1sIIB142 RS04040 WP 095693778.1 |HR{GRIeIGNS ANFNQKEAGGINMAF TDAEHA|JDERY AL GV DILL SQPD GEQALEI 152
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT ANQK[STFYNEAF IDAEHALDPYYY AL GVNIDELL SQPDGEQALEIf 158
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUGAF DAEHARDPNYAIASLGV)S ELM GEQALEI 142
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT WSAF DAEHARDPYARISLGVIY ELMN GEQALEI 142
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT VGAF DAEHAJJDPNUYAIASLGV)S ELM GEQALEI 142
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INGAFTDAEHALDIENY ADMSLGVIS [§ LL GEQALEIR 150
NTDB id 1165 A1552VC RS01565 WP 000344154.1 EI GPESSGKTT IQNMAFIDAEHALDPYYYAJSSLGVN DELL GEQALEI 141
NTDB id 1142 GTF74 RS11550 WP 000344154.1 GPESSGKTT IQNMAFIDAEHALDPYYAJSSLGVN DELL GEQALEI( 141
NTDB id 1022 ACIAD RS06390 WP 004925639.1 INMAFIDAEHALDPNYAJASLGV DNLL SQPDBIGEQALEIR 141
NTDB id 1074 ABD1 RS10195 WP 000344167.1 INMAFIDAEHALDPNYAJASLGV DNLL SQPDNGEQALEIP 141
NTDB id 1205 PSJM300 05545 AFN77183.1 SQPD GEQALETIpN 141
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NTDB id 600 KWw2 RS01765 WP 011675413.1 DSVAALVP G WGDSEVGLQAR K 235
NTDB id 269 KZH43 RS08665 WP 001085462.1 VDSVAALVP GDHGDSHVGLQAR K 234
NTDB id 228 SPD RS09265 WP 001085462.1 VDSVAALVP GDMWGDSHVGLQAR K 234
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR K 234
NTDB id 159 SP RS09750 WP 001085462.1 GDMGDSHVGLQAR K 234
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR K 234
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHGDSHVGLQAR K 234
NTDB id 408 SMU RS09530 WP 002262392.1 GDIGDSHVGLQAR K 234
NTDB id 453 Spy49 1753c ACI62003.1 GDp§GDSHVGLQAR K 234
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 219
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR K 221
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIBZGLQAR G . 233
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGDNHVGLQAR 223
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 223
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLRIAR . 229
NTDB id 192135 A1sIIB142 RS04040 WP 095693778.1 | MEAFVIRES G MGDSH GLQAR . 231
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALJP GDMGDSH GLQAR . 237
NTDB id 1130 NGFG RS03960 WP 003688695.1 VDSVAALVP GDMGDSHVGLQAR . 221
NTDB id 1124 NGFG RS03960 WP 003688695.1 VDSVAALVP GDMGDSHVGLQAR . 221
NTDB id 1123 0K783 RS03845 WP 003688695.1 VDSVAALVP GDMGDSHVGLQAR . 221
NTDB id 1427 RS RS02760 WP 011000510.1 DSVAALVP MGD [WJGLQAR . 229
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VDSVAALEP MGDSH GLQAR . 220
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VDSVAALEP MGDSH GLQAR . 220
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VDSVAALHP MGDSH GLQAR . 220
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VDSVAALP MGDSH GLQAR . 220
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVP MGD HVGLQAR . 220
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