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NTDB id 191975 ABE41 RS13630 WP 066291299.1 MLEPRTRWKIQETSEEKAKWLSQELDIPLLIANLLAIRGIDSLEKAQAFLKIDTNQFHDPFLLDGMKESVDRIHKAVESN 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! ** !! !! * *! ! !* !*!**!*! !! !! !* ! ! !!* !*!!! * !!!! !!!* !* *
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NTDB id 191975 ABE41 RS13630 WP 066291299.1 EKILIFGDYDADGVSSTTVMYYALKELDADFDYYIPNRFTEGYGPNEPALRKAKEDGYTLVVTVDTGISAVHEAAVAKEI 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!!*!*!!!!!!!!*!!*!! * ! ! ! !*!!! !! !!!!!!!*! ! !! !**!**!!!!!! !!!!! !!!!*
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NTDB id 191975 ABE41 RS13630 WP 066291299.1 GLDFIITDHHEAPPVLPDAYSIINPKKPGCTYPFSGLAGVGVAFKVAHALHGNPPMHLLDYACIGTIADLVPLVDENRII 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!! !!!!!!!**! !!! !**!! !!!!!!! !!!!!!!!!*!!!!*! *! *!!! !*!!!!!!!!!!*!!!!*!
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NTDB id 191975 ABE41 RS13630 WP 066291299.1 AKLGIEALSKTDKIGLQELLKVAGLYEKELTAEDVGFAVGPRVNAAGRLGSAMPVVELFTSNDREQSAMLAEEIDSVNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !!*! ! *! **!! !!*!* ! ! ! !!! **!!*!! !!* ! ! !*! ! ! !! !!! *!!!
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NTDB id 191975 ABE41 RS13630 WP 066291299.1 RQAIVNEITKEAIAMVEERFPPEENEVLVLAKEGWNPGVIGIVASRLVEKFYRPTIVLCLDQEKGTAKGSARSIQGFDMF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! *! !!! !!! ***** *!*!! !!!!!!*!!!!!*!!**!!!! !!!**! !!! !!!!!!!! !! *!
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NTDB id 191975 ABE41 RS13630 WP 066291299.1 ENLSESRDILPHFGGHPMAAGMTLALDDVGILRERLVKQAKEILKPEDFLPVTMIDLTASLNEISLDTVEMLSTLAPFGI 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus ! !!!*!!!!!!!!!!!!!!!!!! *!!* !! !! ! ! *!!!*!! *!! * * *!***** * ! !!!*

logo

G
LNPKSPHRVL IVDENQAVPVI

L
E
R
D
E
M
V
K
RKIGASNQKSNTHLVKLMQTI

V
G
RNGEMSSQVLDC I

VGFNQKGENLLQDEEGI
M
T
VPGYS IR I

LS ILVGEQI
M
Q
S
I
LNEWNGNRYKRKPQLML

M
I
L

NTDB id 191975 ABE41 RS13630 WP 066291299.1 GNPSPRVLIDQVPIREMKKIGSQSNHLKLQVGNGEMSVLDCIGFQKGNLLDEMTPYSILSLVGQIQLNEWNGYRKPQMLL 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRN.ESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMI 557
consensus !! !*!!*** ** ***!!! * !*!* * !*! ! !!!*!!*!! ! * * ! ! *!*!! * *!!!! *!!!***



logo

E
KDALASVSEHFWQLFDLYRGKLKRDTAWEGDKRTLVKSADLPKSAKRTAQI

Y
I
V
S
TFKNDEDNSTLTTELLGQLTEDSLRSRSEQTVHINVGIKSESKLADEQALKPANDFDSFLDQGNAKYIVFLLDPVPPYS

NTDB id 191975 ABE41 RS13630 WP 066291299.1 EDLSVSHFQLFDYRGLKDAGKRLKDLPKAKTQYITFNDNTLTELGLESLSSQTINGKELAELPNDSFQNKYIVFLDVPYS 640
NTDB id 354 BSU 27620 NP 390640.1 KDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPS 637
consensus ! !!**!!!! !! * * !! !! **! * * ! ! ! ! * * !!! !!*!*!
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NTDB id 191975 ABE41 RS13630 WP 066291299.1 LAEFAEILEKKGEPARIYAVFHQSTDHFFTTLPTREHFKWYYGFLAKRKKFDVQKDGTELARWKGWSKKTIDFMSQVFFE 720
NTDB id 354 BSU 27620 NP 390640.1 LDMLARLLEG.KAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFD 716
consensus ! ! *!! * ! !!! *!*** !!! *! ! !*!!!!!!*!! !! !!! !*!*!!!**!!!! !! !!* !!!*
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NTDB id 191975 ABE41 RS13630 WP 066291299.1 LDFVTIDDGVITINSEPGKRELDSSETYQKKFEQADIENRLVYSSYHSLKSWFAEQARPKASL....... 783
NTDB id 354 BSU 27620 NP 390640.1 LGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus ! !! !* !!*** ! * !!*! ! !!! ! *****! !!! * !! ! ** *******
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