
logo MKRRKMLNVPKGGSYDGMKGFTI IVEFLVAGLMLSMVIVL IMAVGVSSYFTSRKLNDAANERLAEIQQDLRNAATL IVRDARMAGSFGCFNMS
NTDB id 191830 QP84 RS08570 WP 025458522.1 MRRKMLNVPKGSYDGMKGFTIIEFLVAGMLSMIVLMAVGSSYFTSRKLNDAANERLAIQQDLRNAATLIVRDARMAGSFGCFNMS 85
NTDB id 1138 NGFG RS02430 WP 003694978.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFGCFNMS 85
consensus !*!!!!!!!!! !!!!!!!!!*!!!!!!*!!*!!!*!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!
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NDVVFPDNVAQKNARLFSLKGRNSSTNSATNKL IP ITESLPNIGNYPQGNFFTQRVLSNSAL I FQYGIDDVDNASADTTVVSSCAAKIASKPGKKQIPST

NTDB id 191830 QP84 RS08570 WP 025458522.1 EHTEKDVVPDVAQKNRLFSLKGS...SANKLIPITESLNIGYPGFTQRLNALIFQYGIDDVNASADTTVVSSCAKIAKPGKKIST 167
NTDB id 1138 NGFG RS02430 WP 003694978.1 EHIGNDVVFNVAQKNALFSLKRNSTNSTNKLIPITESPNINYQNFFQVSSALIFQYGIDDVDASADTTVVSSCAAISKPGKQIPT 170
consensus !! !!!* !!!!! !!!!! ***! !!!!!!!!!*!! !* ! ! !!!!!!!!!!! !!!!!!!!!!!! ! !!!! !*!

logo LEQENAKKSAELKQIQTNDSDKEKQNGNIATRQRHVVNAYAVGKR IADGEEGLFRFQLDNDDKGKQWGNPQLLAVKKI
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VRYIYLLVESPGIQPTNS
NTDB id 191830 QP84 RS08570 WP 025458522.1 LQEAKSALQITNDD.KQNGNITRQRHVVNAYAVGRIDGEEGLFRFQLNDDGQWGNPQLLVKKINKMDIRYIYLLVESPGIQPTNS 251
NTDB id 1138 NGFG RS02430 WP 003694978.1 LENAKKELKIQNSDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGKWGNPQLLAKKVKRMRVRYIY............. 242
consensus ! !! ! ! ! !* !!!!! !!!!!!!!!!!!*! !!!!!!!!!! ! ! !!!!!!! !!* *! *!!!!*************
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YGCPEDDEDAGKEEQTFKRYTDKFDNSAQDASVTPAGVEVLLDSSGSTDATKIAASSDNHI IYAYR IDNATIRGGNI

VCANRTL
NTDB id 191830 QP84 RS08570 WP 025458522.1 PRYIYGCPEDDDAGKEETFRYTDKFNSAQDAVTPAGVEVLLSSGTDTKIAASSDNHIYAYRIDATIRGGNICANRTL 328
NTDB id 1138 NGFG RS02430 WP 003694978.1 ...VSGCPEDEDAGKEEQFKYTDKFDS...SVTPAGVEVLLDSGSDAKIAASSDNIIYAYRINATIRGGNVCANRTL 313
consensus **** !!!!!*!!!!!! !*!!!!! !*** !!!!!!!!!! !!*! !!!!!!!!*!!!!!! !!!!!!!*!!!!!!
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