
logo MKKI LLTVSLGLALSACATQGTAVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYE I LESRFPTSRHAQRQSQLDTAYAYYKD
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKILLTVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTAYAYYKD 85
NTDB id 191824 QP84 RS07660 WP 042745105.1 MKKILLTVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAYAYYKD 85
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKILLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAYAYYKD 85
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo DEKDKALAAIDERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATARM
NTDB id 1102 NMB RS03635 WP 002244053.1 DEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATARM 170
NTDB id 191824 QP84 RS07660 WP 042745105.1 DEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATARM 170
NTDB id 1106 NGFG RS01495 WP 003687645.1 DEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATARM 170
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VKLVDALGGNEMSVARYYMKRGAYIAAANRAKQKMI IGSYQNTRYVEESLAI LELAYQKKLGDKPRQLAADTRRVLETNFPKSPFLKTQHPAW
NTDB id 1102 NMB RS03635 WP 002244053.1 VKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTRRVLETNFPKSPFLKQPW 255
NTDB id 191824 QP84 RS07660 WP 042745105.1 VKLVDALGGNEMSVARYYMKRGAYIAAANRAQKMIGSYQNTRYVEESLAILELAYQKLGKPQLAADTRRVLETNFPKSPFLTHAW 255
NTDB id 1106 NGFG RS01495 WP 003687645.1 VKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRRVLETNFPKSPFLTHAW 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!*!!*!!*!!!!!!!!!!!!!!!!!!!***!
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NTDB id 1102 NMB RS03635 WP 002244053.1 RSDDMPWWRYWH 267
NTDB id 191824 QP84 RS07660 WP 042745105.1 QPDDMPWWRYWH 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 QPDDMPWWRYWH 267
consensus **!!!!!!!!!!
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