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id 191805 QP84 RS02770 WP 162818804.1 MLYPEKMSGMAGRHPYGVRSGLRJNELKLWD IEIRMTIHFIRN A NNYURNNCI GRiNeqUinAnNeIliNa ey Vi .V A NN PV IR )
id 1127 NGFG RS10560 WP 003703428.1 MRPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQE
id 1126 NGFG RS09375 WP 003703428.1 BRPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQE
id 1125 NGFG RS07215 WP 003703428.1 BRPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQE

BPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQE
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id 191805 QP84 RS02770 WP 162818804.1 |RYNALCHNe Y VO NN NN TNCTNNECANINNTIQACCHN TNV ONOINLEAUCT VYV QYN0 A INFNAOY 154
id 1127 NGFG RS10560 WP 003703428.1 LEALPGIGPAKAKATIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
id 1126 NGFG RS09375 WP 003703428.1 LEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
id 1125 NGFG RS07215 WP 003703428.1 LEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131

id 1108 NGFG RS06525 WP 003703428.1 LEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
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