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NTDB id 191767 A6L31 RS05520 WP 011798742.1 MLYPEKMSGMAGRHPYGVRSGLRJMN{ELKLWD IEIRM TIHFIRENACCINNY. U QR VinAN Ao lI N ey Vi V.S RN
NTDB id 1127 NGFG RS10560 WP 003703428.1 MRPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA
NTDB id 1126 NGFG RS09375 WP 003703428.1 MMPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA
NTDB id 1125 NGFG RS07215 WP 003703428.1 BPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA

NTDB id 1108 NGFG RS06525 WP 003703428.1 ' PYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA
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