
logo MNKTLKRQRVFRHTALYAAI LMFSHTGGGGGGAMAQTHKYAI IMNEGRNQLPEVKGQNGQYSTIKDKDREREKFYI
TYHNKQGDTRGGGG

NTDB id 191591 A6L34 RS08120 WP 079884412.1 MNKTLKRRVFRHTALYAAILMFSHTGGGGGGAMAQTHKYAIIMNEGNQPEVKQNGQYSTIKDKDREREYTYHQGTRGGGG 80
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGG..GGAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNK.DRGGGG 77
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!! !!*!!! !!!!!!!!!!!!!! * !* * !!!!!

logo SVFSFDNNSTDETLVSQRQRSGTAVFGTATYLPPYGKVSGFDAEDKGRLQTEKRGNNALVDNWIHNTTHQAPGLAIGYASYATDGVI
VCRDSSNTQSCPKQLVYEKT

NTDB id 191591 A6L34 RS08120 WP 079884412.1 SVSFNNSDELVSRQSGTAVFGTATYLPPYGKVSGFDEKRLTERGNALNWINTTHPGLIGYSYAGVVCRDSTSCPKLVYKT 160
NTDB id 1090 CAA90909.1 1..3114( ) SVFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQLVYET 156
consensus !! ! !*! !!! ! !!!!!!!!!!!!!!!!!!!!! ! ! !!* !!*!!**!! !! ! !*!! * !! !!! !

logo

K
RFSFDGNI

TGLAKNAGSLDRHPDPSRENSP IYKLKDHPWLGVSFNLGSENTVKDNGKNSFNKL I SSFSEDGNNNQTIVSTTERGHSPS
NTDB id 191591 A6L34 RS08120 WP 079884412.1 RFSFDNTGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKNGNSFNKLISSFSEDNNNQTIVSTTEGSP 240
NTDB id 1090 CAA90909.1 1..3114( ) KFSFDGIGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTIVSTTRGHS 236
consensus *!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!! !!!!!!!!!! !**

logo I SLGSDQWKQREHTAMVAVYYLNAKLHLLDKKGQI EQDNIATQDGKTVDQLGTLRPRVEATTGVRRGESLWLNFWATWKI EDKGNITVRLDGLPEV
NTDB id 191591 A6L34 RS08120 WP 079884412.1 ISLGDQQREHTAVVYYLNAKLHLLDKKQIQNIT.DKTVQLGTLRPRVETTGR..SWLNFWATWKIEDKGNITVRLDLPEV 317
NTDB id 1090 CAA90909.1 1..3114( ) ISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRRGELLNFWATWKIEDKGNITVRLGLPEV 316
consensus !!! ! !!!!!* !!!!!!!!!!!!! ! ! * !!! !!!!!!!!! ! !** !!!!!!!!!!!!!!!!!!! !!!!

logo KAGRCVNAKANNPNKPNSATKAPSPALTAPALWFGPVKQDNGKAEMYSASVSTYPDSSSSR I FYLQNLKRKNTDPSGNKRPGRHSLETLTEN
NTDB id 191591 A6L34 RS08120 WP 079884412.1 KAGRCVNANNPNKSTKAPSPALTAPALWFGPVQNGKAEMYSASVSTYPDSSSSRIFLQNLKRKNDSNRPGRHSLETLTEN 397
NTDB id 1090 CAA90909.1 1..3114( ) KAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLTEN 396
consensus !!!!!!! !!!* !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!! !* *!!!!!!!!!!!!

logo DIKSREQPNFTGRQTI IRLDNGSGVQREQIKLDQGRNNNTEVAVNFNGRNDGKNNDTFGIVKSDELYGLVETPDATNSEWKKVLLPWTVRAGFANDDGNKRF
NTDB id 191591 A6L34 RS08120 WP 079884412.1 DIKSRQPNFTGRQTIIRLDSGVQQIKLQG..NEVANFNRNDGKNDTFGIVSEYGLTPDANEWKKVLLPWTVRAFNDDGRF 475
NTDB id 1090 CAA90909.1 1..3114( ) DIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADDNKF 476
consensus !!!!! !!!!!!!!!!!! !! !!! ** !! !!! !!! !!!!!!! * !* !! !!!!!!!!!!!!*! !! *!

logo

K
N
A
T
F
VNKEENNDNGNKPKYSQKRYR I

SRDENGNNGNKNGEKRDNLGDIVNSP IVAVGEYLATSANDGMVHI FKQSGGDKRSYNLKLSYIP
NTDB id 191591 A6L34 RS08120 WP 079884412.1 NTVNKEEN.NGKPKYSQRYRIRENGNNGNNGKRDLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYIP 554
NTDB id 1090 CAA90909.1 1..3114( ) KAFNKEENNDNKPKYSQKYRSRDN....NKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYIP 552
consensus !!!!!* !!!!!!*!! !*!****! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo GTMPRKDIQNTESTLAKDELVRATFAEKGSYVGDRYGVDGGFVLRKQVDENLNSGKQKNHRVFMFGAMGFGGRGAYALDLTKADEGNGSDNPTA
NTDB id 191591 A6L34 RS08120 WP 079884412.1 GTMPRKDIQNTESTLAKELRAFAEKSYVGDRYGVDGGFVLRQVE.LSGKKHVFMFGAMGFGGRGAYALDLTKAENGNPTA 633
NTDB id 1090 CAA90909.1 1..3114( ) GTMPRKDIQNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTA 632
consensus !!!!!!!!!!!!!!!!!**! !!!! !!!!!!!!!!!!!!! !**! ! *!!!!!!!!!!!!!!!!!!!!!!* !!!

logo VSLFDVKDHDNNGKNNGSNNRSVEQLGYTVGTPQIGKTHDNGKYAAFLASGYATKETI IDTSGTDNKTALYVYDLEGSNSGTNNTL IKKIDEV
NTDB id 191591 A6L34 RS08120 WP 079884412.1 VSLFDVKHDNNGKNSNNSVQLGYTVGTPQIGKTHNGKYAAFLASGYATKTI.DSTDNKTALYVYDLESSG..TLIKKIDV 710
NTDB id 1090 CAA90909.1 1..3114( ) VSLFDVKD..NGNNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIEV 710
consensus !!!!!!!***!! ! !! ! !!!!!!!!!!!!!! !!!!!!!!!!!!!! !* ! !!!!!!!!!!!! !** !!!!!*!

logo PGGKGGLSSPTLVDKDLDGI
TVDIAYAGDRGGNMYRFDLSGSNQDNPNQQSWSTVRPTI FEGTKP ITSAPAI SQLKDKRVVI FGTGSD

NTDB id 191591 A6L34 RS08120 WP 079884412.1 PGGKGGLSSPTLVDKDLDGIVDIAYAGDRGGNMYRFDLSGNNPNSWTVRPIFEGTKPITSAPAISQLKDKRVVIFGTGSD 790
NTDB id 1090 CAA90909.1 1..3114( ) PGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSD 790
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! * !* !*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LSEDEDVDNKMDEEIQHYI
VYGI FDDNDTADTGTGTATVNFQDSDGQSGGKGLLEQVLRSERDNDENKTLFLTDYKRSDNGSGNSKGWMVVKLKQDPGRQRVTVK

NTDB id 191591 A6L34 RS08120 WP 079884412.1 LSEDDVDNKDIQHVYGIFDNDTDTGTA..QDGQGKGLLEQVLSE..ENKTLFLTDYKRSNGSGSKGWMVKLQPRQRVTVK 866
NTDB id 1090 CAA90909.1 1..3114( ) LSEEDVDNMEEQYIYGIFDDDTATTGTVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVK 870
consensus !!!*!!!! * !**!!!!! !! ! ** ! !!!!!!! ***!!!!!!!!!!!! !!! !!!*!!! * !!!!!!

logo PTVVLRTAFVTIHRKYKTDGTDNGKCGAETAI LG INTADGGKLTKKSARP IVPAEANQTAVAQYSGHKKQGTTKNGKS IP IGCMQKGSNE I
NTDB id 191591 A6L34 RS08120 WP 079884412.1 PTVVLRTAFVTIRKYKD.NGCGAETAILGINTADGGKLTKKSARPIVPAANQAVAQYSGHKQTTKGKSIPIGCMQKGNEI 945
NTDB id 1090 CAA90909.1 1..3114( ) PTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQKSNEI 950
consensus !!!!!!!!!!!!*!! * !!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!! ! !!!!!!!!!!! !!!

logo VCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRI
NTDB id 191591 A6L34 RS08120 WP 079884412.1 VCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRI 1025
NTDB id 1090 CAA90909.1 1..3114( ) VCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRI 1030
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

<0

logo SWREVFYO
NTDB id 191591 A6L34 RS08120 WP 079884412.1 SWREVFY. 1032
NTDB id 1090 CAA90909.1 1..3114( ) SWREVFY* 1037
consensus !!!!!!!
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